
Citation: Lazar, A.-N.; Hanbouch, L.;

Boussicaut, L.; Fourmaux, B.; Daira,

P.; Millan, M.J.; Bernoud-Hubac, N.;

Potier, M.-C. Lipid Dys-Homeostasis

Contributes to APOE4-Associated

AD Pathology. Cells 2022, 11, 3616.

https://doi.org/10.3390/cells11223616

Academic Editors: Thomas Wishart,

Rachel A. Kline and Dominic Kurian

Received: 23 September 2022

Accepted: 9 November 2022

Published: 15 November 2022

Publisher’s Note: MDPI stays neutral

with regard to jurisdictional claims in

published maps and institutional affil-

iations.

Copyright: © 2022 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

cells

Article

Lipid Dys-Homeostasis Contributes to APOE4-Associated
AD Pathology
Adina-Nicoleta Lazar 1,*, Linda Hanbouch 2, Lydie Boussicaut 2, Baptiste Fourmaux 1, Patricia Daira 1,
Mark J. Millan 3,4, Nathalie Bernoud-Hubac 1 and Marie-Claude Potier 2,*

1 Univ Lyon, INSA Lyon, CNRS, LaMCoS, UMR5259, 69621 Villeurbanne, France
2 ICM Paris Brain Institute, CNRS UMR7225, INSERM U1127, Sorbonne University,

Hôpital de la Pitié-Salpêtrière, 47 Bd de l’Hôpital, 75013 Paris, France
3 Institut De Recherche Servier IDRS, Neuroscience Inflammation Thérapeutic Area, 125 Chemin de Ronde,

78290 Croissy-sur-Seine, France
4 Institute of Neuroscience and Psychology, College of Medical, Vet and life Sciences, Glasgow University,

68 Hillhead Street, Glasgow G12 8QB, Scotland, UK
* Correspondence: adina-nicoleta.lazar@insa-lyon.fr (A.-N.L.); marie-claude.potier@icm-institute.org (M.-C.P.)

Abstract: The association of the APOE4 (vs. APOE3) isoform with an increased risk of Alzheimer’s
disease (AD) is unequivocal, but the underlying mechanisms remain incompletely elucidated. A pre-
vailing hypothesis incriminates the impaired ability of APOE4 to clear neurotoxic amyloid-β peptides
(Aβ) from the brain as the main mechanism linking the apolipoprotein isoform to disease etiology.
The APOE protein mediates lipid transport both within the brain and from the brain to the periphery,
suggesting that lipids may be potential co-factors in APOE4-associated physiopathology. The present
study reveals several changes in the pathways of lipid homeostasis in the brains of mice expressing
the human APOE4 vs. APOE3 isoform. Carriers of APOE4 had altered cholesterol turnover, an
imbalance in the ratio of specific classes of phospholipids, lower levels of phosphatidylethanolamines
bearing polyunsaturated fatty acids and an overall elevation in levels of monounsaturated fatty acids.
These modifications in lipid homeostasis were related to increased production of Aβ peptides as
well as augmented levels of tau and phosphorylated tau in primary neuronal cultures. This suite of
APOE4-associated anomalies in lipid homeostasis and neurotoxic protein levels may be related to
the accrued risk for AD in APOE4 carriers and provides novel insights into potential strategies for
therapeutic intervention.
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1. Introduction

Alzheimer’s disease (AD) is the most common cause of dementia and a major public
health concern, with >130 million cases worldwide anticipated by 2050. Late-onset sporadic
AD (sAD) represents more than 90% of AD cases, and is associated with age-related
cellular and molecular alterations in the brain. Two main neuropathological features
characterize AD: the accumulation of aggregates of amyloid β (Aβ) peptides in extracellular
brain parenchyma and in the perivascular areas (senile plaques and amyloid angiopathy,
respectively) and intracellular fibrils of hyper-phosphorylated tau (the neurofibrillary
tangles) [1]. In addition to these two defining hallmarks, numerous studies indicate an
implication of lipid metabolism in the development and the progression of the disease.
The presence of abnormal lipid granules in neuroglia was noticed from the time of Alois
Alzheimer [2–4]. Later on, lipidomic approaches revealed alterations in the level of several
specific lipids in AD brains, from cholesterol and ceramides to plasmogens [5–7]. Genome-
Wide Association Studies (GWAS) and Transcriptome-Wide Association Studies (TWAS) [8,9]
later identified several lipid-related genes associated with sAD pathology. Among them,
APOE, low-density lipoprotein receptors LRP1, acyltransferases ACAT1, ABCA1 and

Cells 2022, 11, 3616. https://doi.org/10.3390/cells11223616 https://www.mdpi.com/journal/cells

https://doi.org/10.3390/cells11223616
https://creativecommons.org/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.mdpi.com/journal/cells
https://www.mdpi.com
https://orcid.org/0000-0001-8009-5983
https://orcid.org/0000-0003-2462-7150
https://doi.org/10.3390/cells11223616
https://www.mdpi.com/journal/cells
https://www.mdpi.com/article/10.3390/cells11223616?type=check_update&version=1


Cells 2022, 11, 3616 2 of 18

ABCA7 transporters, and the enzyme CYP46A1 [10–16] may be highlighted. In fact, APOE
ε4 allele—encoding the lipid binding apolipoproteinE—is the strongest genetic risk factor
for AD [17], and APOEε4 carriers are more susceptible to brain amyloid burden, even at
asymptomatic stages [18]. The APOE4 isoform is less efficient in clearing Aβ from the
brain to periphery [19–21], enhancing the conversion of the peptide into toxic species
and increasing plaque load in brain parenchyma [22,23]. The APOE4 isoform was also
associated with an exacerbation of tau pathology in a mouse model of taupathy [24] and
altered blood–brain barrier integrity [25]. Furthermore, astrocytes and neurons carrying the
APOEε4 allele have decreased lipid-binding capacity [26]. Taken together, these findings
point to a cumulative effect of APOE genotype combined with altered lipid homeostasis in
AD pathology.

Prevailing evidence points, thus, to a strong link between APOE genotype and lipid
metabolism in the progression of AD but this relationship is not yet fully understood.
Studies on human APOE3/4 knock-in (KI) mice revealed no effect of the genotype on brain
levels of cholesterol and intermediates/metabolites (lathosterol, desmosterol and oxidized
metabolites) [27,28]. The global level of phospholipids in the brain of APOE3 and APOE4-
KI mice was examined in a separate study that found no major effect of the genotype on the
abundance of different classes of phospholipids [29]. Another study focused on the analysis
of fatty acids in the hippocampus and cortex of male and female APOE3 and APOE4-KI
mice. The analysis revealed an age-related decrease in the levels of omega-3 fatty acid only
in APOE4 females, but no alterations in males, underlining an interplay between sex, age
and genotype [30]. All these investigations have not, then, proven sufficient to elucidate
the cellular substrates of the interplay between APOE genotype, lipid homeostasis and
AD pathology.

In order to further identify new links between APOE genotype and lipid metabolism
and to evaluate their co-joint impact on AD pathology, we first characterized the brain
lipidomic profile of several classes of lipids in KI mice expressing human APOE3 or APOE4.
We focused on three major and most relevant classes of membrane lipids: phosphatidyl-
cholines, phosphatidylethanolamines and cholesterol. We also investigated the global
composition in fatty acids, the essential components of most lipids, in order to embrace all
lipid classes in the brain including the less abundant triglycerides and cholesteryl esters. We
further examined the link between lipid dysregulations and the levels of related transcripts
based on a recently published RNAseq data set [31].

To evaluate whether differences in lipid composition between the APOE4 and APOE3
genotypes were associated with AD pathology, we measured the levels of Aβ, tau and
hyper-phosphorylated tau (p-tau) in primary neurons.

2. Materials and Methods
2.1. Sample Preparation and Lipid Extraction

Half forbrain tissues from adult B6.129P2-Apoetm3(APOE*4)Mae N8 and B6.129P2-Apoetm3
(APOE34)Mae N8 12 month-old male mice were collected and snap frozen at −80 ◦C,
homogenized by cryogenic grinding of frozen samples, using a mortar and pestle cooled
up with liquid nitrogen. Mice were ordered from TACONIC (www.taconic.com).

Total brain homogenates (approx. 130 mg) were extracted according to the Folch
procedure (FOLCH et al., 1957) [32]: 2 mL of cold methanol-BHT (butyl-hydroxytoluene)
spiked with several standards (50 µg or PC di-17:0, PE di-17:0 and, 5 µg of cholesterol-2,3,4-
13C) was added to the homogenate and stirred for 10 min, at 4 ◦C. The homogenates were
further incubated with 4 mL of chloroform for 2 h at 4 ◦C and the mixture was adjusted
with 1.5 mL of water. It was further vortexed for 30 s and centrifuged for 5 min at 2000 rpm.
The lower (organic) phase was removed and a second extraction was performed by adding
4 mL of chloroform to the remaining aqueous phase. The two extracts were combined
and dried under nitrogen (protocol adapted from Sharman et al., 2010 [29]). Lipid extracts
resolubilized in chloroform/methanol 2:1 (v/v) were dispatched in three loads for targeted
lipidomics (cholesterol and derivatives, phospholipids and fatty acids).

www.taconic.com
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2.2. Lipid Analysis

Lipid analysis was performed on the Functional Lipidomics platform acknowledged
by IBiSA (Infrastructure in Biology, Health and Agronomy).

2.2.1. Analysis of Cholesterol and Derivatives by GC-MS/MS

Cholesterol was isolated from the total lipid extract by thin layer chromatography as
follows: 50 µL of total lipid extract in chloroform was loaded on a silica plate, along with
several standards: cholesterol, triglycerides, phospholipids, diglycerides and cholesteryl
esters. A mixture of hexan:diethylether:glacial acetic acid (80:20:1, v/v/v) was used as
eluent. The different classes of lipids were revealed by spraying the plate with 0.02%
dichlorofluorescein in ethanol. The band corresponding to free cholesterol was retrieved by
scratching with a cutter and cholesterol and its derivatives were extracted from the silica
gel using chloroform. The dry residue was derivatized with BSTFA (N, O-bis (trimethylsi-
lyl)trifluoroacetamide) and then analyzed by gas chromatography (HP 7890B, Agilent Tech-
nologies, Santa Clara, CA, USA) coupled with triple quad mass spectrometry (GC-MS/MS)
using the electron impact ionization (EI) mode (7000 C, Agilent Technologies, Santa Clara,
CA, USA).

GC-MS/MS was equipped with a SolGel-1ms fused silica capillary column (Trajan,
SGE; 60 m × 0.25 mm). The carrier gas was helium (1.2 mL/min). The temperature
of the split/splitless injector was set at 280 ◦C. The oven temperature program was as
follows: 55 ◦C for 4 min, followed by 40 ◦C/min up to 250 ◦C, and 20 ◦C/min up to
310 ◦C (for 25 min). The samples were injected in a splitless mode. The temperatures of
the mass spectrometer transfer line and the source were set at 250 and 20 ◦C, respectively.
Nitrogen was used as collision gas (1.5 mL/min). The electron ionization energy was
70 eV. Cholesterol was detected using the MRM (multiple-reaction monitoring) mode. Peak
detection, integration and quantitative analyses were executed using MassHunter software
(Agilent Technologies, Santa Clara, CA, USA).

2.2.2. Phospholipids Analysis by Electrospray Mass Spectrometry (ESI-MS)

The phospholipids (PL) were isolated from the total lipid extract, in parallel to choles-
terol, by thin layer chromatography. The band corresponding to PL was retrieved by
scratching and the lipids were extracted from the silica gel using toluene-methanol (60:40).
They were dried under N2 atmosphere and resolubilized in methanol for LC-MS analysis.

High-performance liquid chromatography was performed using a Shimadzu Nexera
LC-30 equipped with an autosampler, a binary pump and a column oven. The analytical
column was a WATERS CORTECS HILIC (1.6 µm, 3.0 × 150 mm). Separation was carried
out at 40 ◦C using a linear gradient. Mobile phase A consisted of 50% 10 mM ammonium
formate and 50% acetonitrile. Mobile phase B was 5% 10 mM ammonium formate and
95% acetonitrile. The mobile phase gradient was delivered as follows: 100% B from 0 to
2 min, 0% B at 10 min then return to the initial conditions. The flow rate was 0.7 mL/min
and 5µL sample volume was injected. The HPLC system was coupled on-line to a QTRAP
4500 (Sciex) equipped with electrospray ionization source (ESI). Source parameters were as
follows: source temperature was set at 350 ◦C, curtain gas at 40, gas 1 at 20 and gas 2 at 35,
using nitrogen. Analyses were achieved in the positive mode, based on precursor ion scan
(m/z 184) for PC and neutral loss (m/z 141) for PE. Spray voltage was set at 4500 V. Nitrogen
is used as collision gas. Finally, peak detection, integration and quantitative analyses were
performed using Analyst and LipidView softwares (Sciex, Framingham, MA, USA).

2.2.3. Analysis of FA Composition by GC

A volume of 50 µL of total lipid extract was evaporated and resolubilized in 500 µL
toluen-methanol (1:1, v/v) for methylation. The methylation reaction was performed in
the presence of 500 µL BF3/methanol (14%) used as catalyzer, under N2 atmosphere, by
heating at 100 ◦C for 90 min. The reaction was stopped by fast cooling of the samples
and the addition of K2CO3 (10% in water). Isooctane was further added to extract the
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methylated fatty acids—the upper organic phase; the extraction was performed 2 times.
The samples were dried under N2 and re-solubilized in isooctane for GC analysis.

GC was performed on an HP 6890 (Agilent Technologies) instrument equipped with
a fused silica capillary BPX70 column (Trajan, SGE; 60 m × 0.25 mm). The carrier gas
was hydrogen (1 mL/min). The temperatures of the flame ionization detector and the
split/splitless injector were set at 250 and 230 ◦C, respectively. The oven temperature
program was as follows: 50 ◦C for 2 min, followed by 20 ◦C/min up to 140 ◦C, and
2 ◦C/min up to 240 ◦C (for 5 min). The samples were injected in a splitless mode. Peak
detection, integration and quantitative analyses were executed using MassHunter software
(Agilent Technologies, Santa Clara, CA, USA).

2.3. Cultures of Primary Neurons

Primary cortical neurons cultures were performed by dissecting P0-P1 B6.129P2-
Apoetm3(APOE*4)Mae N8 and B6.129P2-Apoetm3(APOE34)Mae N8 new born mice as described
before (Boussicault et al., 2018) [33]. Cortices were incubated in L15 medium (Invitrogen)
containing 0.05% trypsin/EDTA (Gibco, Thermo Fisher Scientific, Waltham, MA, USA) for
8 min at 37 ◦C. Mechanical dissociation was applied to the cells kept in Neurobasal (with-
out glutamine, Gibco) with 2% B27 (Gibco), 1% N2-supplement (Thermofisher scientific,
Waltham, MA, USA), 1% Glutamax (Gibco) and 1% penicillin/streptomycin (Gibco, and
DNAse I (10,000 U/mL, Serlabo, Entraigues-sur-la-Sorgue, France) and 30% FCS (Fetal Calf
Serum). Cells were centrifuged 5 min at 152× g at 4 ◦C, plated in 6 well microtiter plates
coated with poly-D-lysine (0.1 mg/mL, Sigma Aldrich, St. Louis, MO, USA) and grown in
2% B27, 2 mM glutamax, 1% penicillin/streptomycin (all from Life Technologies) at 37 ◦C
5% CO2. Half of the medium was changed at DIV7. After 5, 9 and 12 days in vitro (DIV5,
DIV9 and DIV12), supernatants were aliquoted in 1.5 mL polypropylene tubes (Corning,
Corning, NY, USA) containing a protease inhibitor cocktail (Roche, Penzberg, Germany)
and were then stored at −80 ◦C.

2.4. Aβ 38, 40 and 42 Measurements

Concentrations of the Aβ38, Aβ40 and Aβ42 species of β-amyloid peptide were mea-
sured by multiplex Electro-Chemiluminescence Immuno-Assay (ECLIA). Assays were
performed according to the manufacturer’s instructions. Briefly, samples were analyzed
using Meso Scale Discovery (MSD) SECTOR™ Imager 2400 (Meso Scale Discovery, Gaithers-
burg, MD, USA), with the Rodent Aβ triplex kit (also from MSD); carbon 96-well plates
contained four capture spots in each well, one of which was blocked with BSA (as standard
curve control), and the others were coated with isoform-specific anti-Aβ antibodies specific
for Aβ38, Aβ40, Aβ42, respectively. A volume of 100 µL of blocking buffer solution was
added to all wells to avoid non-specific binding. The plates were then sealed, wrapped in
tin foil, and incubated at room temperature on a plate shaker (600 rpm) for 1 h. Wells were
then washed three times with washing buffer, and 25 µL of the standards (Aβ38, Aβ40, and
Aβ42) and samples were then added to the wells, followed by an Aβ-detecting antibody at
1 µg/mL (MSD) labelled with a Ruthenium (II) trisbipyridine N-hydroxysuccinimide ester;
this detection antibody was 4G8 (which recognizes the epitope Aβ18-22 of the human and
rodent peptide). Plates were then aspirated and washed 3 times. The MSD read buffer
(containing TPA) was added to wells before reading on the Sector Imager. A small electric
current passed through a microelectrode present in each well, producing a redox reaction
of the Ru2+ cation, emitting 620 nm red light. The concentration of each Aβ isoform was
calculated for each sample, using dose–response curves, with the blank being cell-less
culture medium.

2.5. Western Blotting

Primary neurons were washed with 1X PBS and then lysed on ice using RIPA buffer
(50 mM Tris-HCl pH 8.0, 150 mM sodium chloride, 1.0% NP-40, 0.5% sodium deoxycholate,
and 0.1% sodium dodecyl sulfate) (Sigma Aldrich), to which were added phenylmethyl-
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sulfonyl fluoride 100X (Sigma Aldrich) and a cocktail of inhibitors of proteases (Complete
Mini, Roche). Lysates were sonicated 3 times for 5 min then stored at −80 ◦C. Protein
concentration of the lysates was quantified by the Bradford assay (Biorad) according to
the manufacturer’s instructions. Western blots were made from the cell lysates. Proteins
from cultured lysates were separated in 16.5% Tris-Tricine (Biorad) polyacrylamide gels.
Proteins were transferred to a polyvinylidene difluoride membrane (Biorad) at 150 V for
three hours at 4 ◦C. After 1 h of saturation with 10% milk, membranes were incubated
overnight at 4 ◦C with primary antibodies directed against the Amyloid Precursor Pro-
tein APP (APPCter-C17 [34]), actin β (Sigma Aldrich), total tau (B19 [35]) diluted 1/2000
and Phospho-tau (AT8 Thermofisher) diluted 1/1000. Membranes were incubated with
fluorescent goat secondary antibodies (diluted to 1/10,000 in 0.05% TBS-tween solution)
anti-mouse (LI-COR) for anti-actin and AT8 and anti-rabbit (LI-COR) for anti-APP, total
tau and APOE, for 1 h under agitation at room temperature and away from direct light.
The revelation and quantification of fluorescence were carried out by Odyssey’s analysis
software (Set up ImageStudio CLx) (Odyssey Clx LI-COR).

2.6. Data Processing

Cholesterol and derivatives content in the brain were calculated per g of tissue with
respect to 2,3,4-13C cholesterol used as internal standard. Average and standard error were
estimated over 7 samples for the APOE3 genotype and 8 samples for the APOE4 genotype
(one APOE3 sample was formerly used for the preliminary setup). For the rest of the
analysis, 8 samples per phenotype were used. The proportion of PC and PE was calculated
as the molar percentage of the total phospholipid content (PC + PE). Only species present
in at least 14 of the 16 samples were analyzed. The relative amount of the excluded species
was below 1% of the global amount of phospholipids and should not have affected the
outcome of analyses. Relative contents of individual species within a class of phospholipids
were estimated as the molar percentage of total lipid of the respective class. Only the species
with a relative abundance greater than 1% for at least one of the samples were considered.
The proportion of different fatty acids was also expressed as the molar percentage of total
fatty acids detected. Details on lipidomic analysis are available in (supplementary material
Tables S1 and S2). Statistical analysis of lipids was performed with Origin Pro software
(Origin Lab), using multiple paired student test and one-way analysis of variance (ANOVA)
followed by multiple comparison tests with Ficher’s correction. Statistical significance was
defined as: * p < 0.05, ** p < 0.005 and *** p <0.001.

3. Results
3.1. APOE Genotype Disturbs Cholesterol Turnover

The main role of APOE in the brain is to transport cholesterol. To determine if there
is a direct link between APOE genotype and cholesterol production and transport, we
investigated the level of cholesterol in the brain of human APOE3 and APOE4-KI mice. The
abundance of free cholesterol in the brain of APOE4 or APOE3 mice was similar (Figure 1A),
as previously described in the literature [36]. Still, in primary cortical neurons derived from
APOE4 mice, the level of cholesterol was significantly lower compared to APOE3 neurons,
suggesting altered cholesterol homeostasis.

We also inspected the level of cholesterol precursors and derivatives in the brains of
the two isogenic mice. In addition to cholesterol, we detected two of its derivatives: desmos-
terol, a precursor of cholesterol, and beta-cholestanol, a metabolite of cholesterol. Signifi-
cantly lower levels of desmosterol and β-cholestanol were found in APOE4 mice compared
to APOE3 mice (Figure 1A). These findings suggested impaired cholesterol homeostasis
associated with ε4 allele. In the brain, cholesterol level is regulated by synthesis, metabolism
(degradation) and transport within a cell and from cell to cell. Thus, in order to evaluate
cholesterol turnover, we measured the ratios cholesterol/desmosterol and cholesterol/β-
cholestanol (Figure 1B). The ratios cholesterol/desmosterol and cholesterol/β-cholestanol
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were significantly increased in APOE4 mice compared to APOE3 mice, suggesting an
imbalance between cholesterol and the other sterols.
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3.2. Levels of PC and PE and Changes in Their Composition in APOE4-KI Mice

APOE is not only a transporter of cholesterol but also of phospholipids in the brain. We
investigated the impact of APOE genotype on the main classes of phospholipids in the brain:
phosphatidylcholines (PC) and phosphatidylethanolamines (PE). Both classes showed a
similar profile in the brain of APOE3 mice (Figure 2A). In APOE4 mice, the proportion of
PC is considerably increased with respect to PE, the ratio PC/PE being significantly higher
with respect to APOE3 mice (Figure 2B). We further investigated potential alterations in
the composition of PC and PE for the two APOE genotypes. The most abundant molecular
species of PC is PC (16:0/18:1) followed by PC (16:0/16:0) and PC (18:0/18:1). In APOE4
mice, PC (16:0/18:1) was significantly depleted (Figure 2C). Still, the level of the other
phosphatidylcholine species bearing long-chain fatty acids or the degree of unsaturation
was similar for APOE3 and APOE4 mice.

APOE genotype had an opposite effect on PE (16:0/18:1) that was significantly upreg-
ulated in APOE4 mice while PE species bearing the 22:6 fatty acid—an important omega-3
fatty acid in the brain—were significantly depleted (Figure 2D).

In addition, significantly higher levels of PE species bearing monounsaturated fatty
acids (MUFAs) and lower levels of PE species with polyunsaturated fatty acids (PUFAs)
were observed, particularly omega-3 fatty acids. Actually, information concerning changes
in the degree of unsaturation of PE fatty acids in APOE4 allele is limited although it is clear
that PUFAs are critical for normal neuronal functioning and neuroprotection [37–39].
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3.3. APOE Genotype and Fatty Acid Profile and Metabolism

In order to determine whether APOE genotype alters the global balance of fatty acids
in brain lipids or only in phospholipids, we have profiled their extent in APOE3 and APOE4-
KI mice. The level of three fatty acids was dependent on APOE genotype: palmitic acid
(16:0) was significantly decreased in APOE4 mice while oleic acid (18:1n-9) and nevronic
acid (24:1n-9) were enriched (Figure 3A). This enrichment was associated with a significant
increase in the level of MUFAs, especially omega-9 fatty acids, counterbalanced by a
decrease (although non-significant) in PUFAs and saturated fatty acids (Figure 3B,C). There
was no interaction between APOE genotype and the global level of omega-3 and omega-6
fatty acids. These unsaturated fatty acids are important components of cell membrane and
involved in complex metabolic pathway.
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3.4. Lipid Dysregulations and Gene Expression in APOE Genotypes

The expression of genes involved in the metabolism of the dysregulated lipids was
analyzed using a recently published RNAseq data set obtained on the same mouse mod-
els [31] (Table S1). Several of the genes involved in cholesterol synthesis and metabolism
showed a reduced expression in APOE4 mice: DHCR7—the reductase involved in the final
steps of cholesterol synthesis, HSD3b—that converts cholesterol to beta-cholestanol, and
CYP46A1—that controls cholesterol removal from the brain (Figure 4). The expression level
of different genes involved in phospholipid production and processing was also altered
in the APOE4 genotypes. The Pcyt2 gene, belonging to the cytidylyltransferase family, a
key regulator of PE synthesis was under-expressed, while the Pcty1b gene, related to PC
synthesis, was overexpressed in APOE4 mice males. Moreover, two of the genes involved
in the rate control of FA metabolism from the family of elongases (ELOVL—ELongation
of Very Long fatty acids) were also altered; the level of expression of ELOVL5 (known to
have a certain preference for PUFAs) [40] was lower, while the one of ELOVL7 (particularly
selective for saturated or MUFAs) [41] was significantly increased in APOE4 males.
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3.5. Neurons of APOE4-KI Mice Produce a Higher Amount of Aβ Peptide

The effect of APOE genotype on the capacity of neurons to produce Aβ peptides was
investigated on primary cortical neurons of APOE3 and APOE4-KI mice. We observed
a significant enrichment in the three main Aβ fragments: 38, 40 and 42 in APOE4- as
compared to APOE3-derived neurons (Figure 5). Moreover, the overaccumulation of the
peptides in the culture media in APOE4 neurons was heightened overtime. Aβ38 was
undetectable at div 5 (5 days in vitro).
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cultures were obtained from P0-P1 newborn KI mice carrying the human APOE3 or APOE4 alleles.
After 5, 9 or 12 days in culture (DIV5, DIV9 and DIV12), levels of Aβ38, Aβ40 and Aβ42 were assessed
in the culture medium using the MSD multiplex ELISA (pg/mg of proteins measured in cells lysates).
Statistics: two-way ANOVA mean +/− SEM; **: p < 0.01, and ****: p < 0.0001, comparison with
APOE3, 3 independent cultures with 2 to 3 replicates per culture.

We observed a significant enrichment of the three main Aβ fragments: 38, 40 and 42
in APOE4- as compared to APOE3-derived neurons that was not due to an overexpression
of the Amyloid Precursor Protein (APP). Indeed, levels of APP protein measured by
Western blotting were similar in APOE3- and APOE4-derived neurons (Figure 6A). We also
investigated the level of intracellular APOE. APOE was significantly reduced in APOE4-
derived neurons; this could favor Aβ accumulation due to impaired clearance by the
lipoprotein [42] (Figure 6B).
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Figure 6. Effects of APOE genotype on intracellular levels of APP (A) and APOE (B). Primary cortical
neurons cultures were obtained from P0-P1 newborn KI mice carrying the human APOE3 or APOE4
alleles. After 12 days in culture, APOE and APP levels were assessed in cell lysates using Western
blot and normalization with actin levels. Statistics: Mann and Whitney test **: p < 0.01, comparison
with APOE3, 3 independent cultures with 2 to 3 replicates per culture.
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We also questioned the involvement of APOE in tau pathology in our model. Levels of
total tau were largely increased in APOE4- compared to APOE3-neurons. Similarly, levels
of pathological phosphorylated tau were higher in APOE4-derived neurons (Figure 7).
Thus, APOE4 was also able to heighten tau pathology as well.
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4. Discussion

The APOEε4 allele is the most prominent genetic risk factor for AD. Heterozygous
carriers have a 3-fold higher AD risk, while homozygous individuals have a 15-fold higher
AD risk [43], corresponding to a prevalence of 30% of AD cases at the age of 75 and over
50% by the age of 85 [44]. Many hypotheses have been proposed to explain the relationship
between APOE4 and the pathogenesis of AD, most of them pointing to Aβ transport and
clearance, which culminates with increased accumulation, spread and deposition in the
brain [45,46]. Nonetheless, APOE may play a role in pathology not only downstream of Aβ

production but also upstream by influencing APP processing. Since evidence for a connec-
tion between lipid homeostasis, APOE, Aβ and tau pathology remains sparse [36,47], in this
study, we questioned to what extent APOE variants may influence brain lipid homeostasis,
Aβ peptide production and tau hyper-phosphorylation. In contrast to previous lipidomic
studies that focused only on a particular class of lipids, either cholesterol or fatty acids,
here we present a quantitative assessment of the most abundant lipids classes in the brain:
cholesterol, phosphatidylcholines and phosphatidylethanolamines. We also established
the global fatty acid profile to get an overview of all lipid classes. We have, furthermore,
correlated the observed lipid dysregulations with the level of expression of several genes
involved in lipid metabolism in addition to the pathological markers of AD such as Aβ

and tau/phospho-tau. One limitation of this study is that we focused only on male mice.
Taking into account interactions between APOE genotype, lipid content and gender [30], it
would be of interest to undertake further studies in females as well.

4.1. Altered Cholesterol Turnover in APOE4-KI Mice

We first evaluated the homeostasis of cholesterol in the brains of APOE4- compared
to APOE3-KI mice. We mainly detected cholesterol and two other sterols (desmosterol
and beta-cholestanol). Desmosterol is a precursor of cholesterol while beta-cholestanol is
a metabolite of cholesterol degradation. Levels of lathosterol and 7-dehydrocholesterol,
the alternative precursors of cholesterol, were probably too low to be detected in APOE KI
mice. These data confirm that synthesis of cholesterol mainly uses the desmosterol pathway
also known as the Bloch pathway (Figure 8) [48,49]. The amount of cholesterol in brains
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of APOE4 mice was slightly diminished with respect to isogenic APOE3 mice (although
not statistically significant), with desmosterol and beta-cholestanol showing significantly
lower levels. Therefore, the ratios between cholesterol/desmosterol and cholesterol/beta-
cholestanol were higher in APOE4 mice compared to APOE3. The decreased levels of
desmosterol in APOE4 brains may correspond to reduced de novo cholesterol synthesis,
mirroring observations in AD brains [50,51]. Indeed, the gene encoding DHCR7, an enzyme
involved in downstream cholesterol synthesis (Figure 8A), was under-expressed. On the
other hand, lower levels of beta-cholestanol could be explained by restricted degradation of
cholesterol in order to ensure its required efflux to neurons [52,53]. The reduced expression
of the gene encoding HSD3β7 and CYP46A1 enzymes (both involved downstream to
cholesterol synthesis, Figure 8A) suggests the necessity to maintain a certain level of
cholesterol for transport to neurons, as previously established [54–56]. Indeed, neurons
derived from APOE4-KI mice showed significantly lower levels of cholesterol with respect
to APOE3 ones.

The present study suggests that cerebral cholesterol turnover is impaired in APOE4-KI
mice. Moreover, the effect of the APOEε4 allele on brain desmosterol and beta-cholestanol
levels has not been reported previously.

4.2. APOE4 Genotype Is Associated to Lower Levels of Phosphatidylethanolamines Bearing
Polyunsaturated Fatty Acids

We further investigated alterations in the composition of the two major phospholipids.
We observed only modest modifications in the amount of PC and PE in APOE4 mice
with respect to APOE3 mice, but a significant increase in the PC/PE ratio. These two
phospholipids share similar but parallel steps in their biosynthesis involving two rate
limiting enzymes (Figure 8B): phosphoethanolamine cytidylyltransferase (PECT)—encoded
by Pcyt2 and phosphocholine cytidylyltransferase (PCCT)—encoded by Pcyt1b, to generate
CDP-ethanolamine and CDP-choline intermediates [57]. A secondary pathway is the direct
conversion of PE to PC via phosphatidylethanolamine-N-methyltransferase (PEMT). The
enhancement of PC/PE ratio observed in APOE4 mice was related to the first two key
enzymes, as transcripts of Pcyt2 and Pcyt1b showed altered expression in the APOE4
genotypes: Pcyt1b -encoding PCCT was upregulated while Pcyt2, encoding PECT was
under-expressed. PEMT gene expression was similar for the two genotypes (Table S1).
In line with these observations, increased PCCT levels in AD brain (not linked to APOE
phenotype) have previously been documented [58] as well as an elevated PC/PE ratio in
AD mice, particularly in the hippocampus [59].

In addition to alterations of the ration of the two phospholipids, the APOE4 isoform
was also associated with changes in the array of their fatty acids. The precise balance
between saturation and unsaturation/polyunsaturation determines the biomechanical
properties of membranes and, consequently, the handling of membrane-associated proteins.
PC and particularly PE had altered levels of long-chain fatty acids (from 16 to 24 C atoms),
either monounsaturated or polyunsaturated. MUFA-PE and the oleic acid-PE were elevated
in APOE4. PUFA-PE and particularly PE containing omega-3 fatty acids were, on the
contrary, significantly depleted. It is known that plasma saturated FA and MUFA levels
increase with aging, while the level of PUFAs decreases [60,61]. Saturated fatty acids
provide a certain rigidity to membrane and MUFAs have a low capacity to fluidify plasma
membrane [62,63]. PUFAs, in reverse, and especially omega-3 FA, are able to fluidify
plasma membranes and to diminish lipid raft clustering [64,65].
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reductase, through the action of 7-dehydrocholesterol reductase (DHCR7) and 3β-hydroxysterol
24-reductase (DHCR24); its catabolism involves the formation of various catabolites by the ac-
tions of several enzymes such as cytochrome P450 family 46 subfamily A member 1 (CYP46a1)
and hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 7 (HSD3b7);
(B) Pathway of PC and PE synthesis [66]. Abbreviations: PCCT—phosphocholine cytidylyltrans-
ferase, encoded by Pcyt1b; PECT—phosphoethanolamine cytidylyltransferase, encoded by Pcyt2;
CDP-choline—cytidil-5-diphosphocholine; CDP-ethanolamine—cytidil-5-diphosphoethanolamine;
PC—phosphatidylcholine; PE—phosphatirylethanolamine; PEMT—phosphatidylethanolamine N-
methyltransfera.se.

4.3. Elevated Levels of MUFAs, Particularly Omega-9 FA, in APOE4-KI Mice

The global levels of several other fatty acids were also altered in APOE4-KI mice.
We observed elevated levels of two MUFAs—particularly nevronic acid (24:1). A simi-
lar link between APOE4 and MUFA overload was previously described [67] as well as
an increase in MUFAs with age [68]. Omega-9 FA and particularly nevronic acid have
been previously associated with AD pathology [69]. Interestingly, levels of nevronic acid
were significantly elevated in mid-frontal cortex, temporal cortex and hippocampus of
AD patients [70]. We found that the APOE4 genotype was correlated with overexpression
of ELOVL7 gene, encoding the enzymes involved in fatty acids elongation (particularly
MUFAs), while ELOVL5—involved in the elongation of PUFAs—was downregulated [71].
These alterations in gene expression were consistent with the amount of available FA sub-
strates (significant enrichment in MUFAs and reduction in PUFAs) [71]. Lipid metabolism
involving synthesis, elongation, desaturation, oxidation and degradation of fatty acids is
a complex processing involving a series of redundant enzymes with preferences for one
particular lipid substrate. Thus, variations in the expression levels of these enzymes do
not impact one lipid species in particular, but generate interconnected modifications of
the abundance of several FA. The precise quantification of these interactions is technically
challenging and will require additional study.

4.4. Interrelationship between Lipid Dys-Homeostasis and AD Pathological Markers

In order to link these dysregulations in lipid homeostasis with the pathophysiology
of AD, we investigated the levels of different pathological markers in primary neurons
of APOE3/APOE4-KI mice, as they are the main source of Aβ and tau production in the
brain [72,73].

We observed a marked increase in Aβ levels in primary neurons derived from APOE4
brains as compared to APOE3. As the level of APP was unchanged, the increased content
of Aβ peptides was apparently not caused by the overexpression of their substrate. The
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levels of tau and hyper-phosphorylated tau in neurons derived from APOE4-KI mice was
also doubled with respect to the APOE3 genotype. Moreover, we observed lower levels of
APOE in primary neurons of APOE4 mice, similar to findings in APOE3- and APOE4-KI
mice brain reported by Mann et al. [36], suggesting lower capacity in Aβ clearance.

APOE4 is known to be less efficient in shuttling cholesterol to neurons than its isoform
APOE3 [26]. In view of the lower level of cholesterol in the neurons, the rate of choles-
terol shuttling via lipoproteins from the astrocytes could be expanded, as already demon-
strated [74]. The augmented frequency in cholesterol loaded-lipoproteins uptake in APOE4
neurons may increase APP internalization and recycling, and as a consequence, Aβ produc-
tion [75]. This possibility is supported by several studies showing that lipid-poor APOE can
increased Aβ production by augmenting APP internalization and recycling [76,77]. Our
observations also reinforce a previous report that a deficiency in cholesterol turnover corre-
lates with increased tau phosphorylation and microtubule depolymerization in axons [78].
All together, these studies suggest that cholesterol dys-homeostasis in APOE4 genotype
impacts AD pathological markers via its turnover and not by directly interfering with APP
processing. Abnormally low content of PUFA-PE in APOE4 mice potentially leads to the
formation of rigid lipid platforms [79,80] that favor the encounter between APP and its
processing enzyme BACE and as a consequence Aβ production [81–83]. Lipid rafts can also
promote accumulation of Aβ oligomers and of hyper-phosphorylated tau [84,85]. More-
over, lower levels of PUFAs, particularly omega-3 PUFAs, impair the counter-regulation
of neuro-inflammation. Indeed, resolvins, protectins and other lipoxines are derived from
PUFAs and are critical in modulating inflammation and oxidative stress [86], important
for alleviating Aβ and tau induced toxicity [87]. Likewise, lower levels of PE with respect
to PC, as observed in the APOE4 genotype may induce a dysfunction in autophagy, and
thus compromise the ability to degrade and clear neuro-toxic proteins [86,87]. Finally, the
dysregulations observed in the global composition of fatty acids aggravate the detrimental
effects discussed above: that is, the increase in oleic acid load stimulates the activity of
gamma-secretase (the second cleaving enzyme involved in APP processing), augment-
ing Aβ production in mice [88] and promotes pathological actions of tau, as observed
in vitro [89].

5. Conclusions

In conclusion, this study reveals a diverse pattern of dysregulation of lipid homeostasis
in APOE4 mice: notably, impaired cholesterol turnover, an imbalanced PC/PE ratio, lower
levels of omega-3-bearing PE and disrupted levels of several fatty acids. These alterations
were associated with changes in the expression of several genes linked to lipid metabolism.
They were also related to increased levels of Aβ, tau and hyper-phosphorylated tau protein.
In view of these observations, it is possible that readjusting lipid homeostasis may represent
a novel direction for opposing and/or delaying the pathological events triggering AD.
Future studies should examine more closely the precise molecular mechanisms interlinking
lipid dysregulations with the APOE4 genotype, in particular the altered generation and
processing of cholesterol and phospholipids. Pathways linking lipid dys-homeostasis to
the anomalous generation of neurotoxic peptides and other pivotal cellular substrates of
AD also merit further characterization.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/cells11223616/s1, Table S1: Expression of genes involved in
cholesterol synthesis and metabolism in APOE4 and APOE3-KI mice extracted from the published
RNAseq study [31]; Table S2: raw MS data and analysis of MS data for cholesterol and phospholipids.
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54. Varma, V.R.; Büşra Lüleci, H.; Oommen, A.M.; Varma, S.; Blackshear, C.T.; Griswold, M.E.; An, Y.; Roberts, J.A.; O’Brien, R.;
Pletnikova, O.; et al. Abnormal Brain Cholesterol Homeostasis in Alzheimer’s Disease—A Targeted Metabolomic and Transcrip-
tomic Study. Npj Aging Mech. Dis. 2021, 7, 11. [CrossRef] [PubMed]

55. Pikuleva, I.A.; Cartier, N. Cholesterol Hydroxylating Cytochrome P450 46A1: From Mechanisms of Action to Clinical Applications.
Front. Aging Neurosci. 2021, 13, 696778. [CrossRef] [PubMed]

56. Lund, E.G.; Xie, C.; Kotti, T.; Turley, S.D.; Dietschy, J.M.; Russell, D.W. Knockout of the Cholesterol 24-Hydroxylase Gene in Mice
Reveals a Brain-Specific Mechanism of Cholesterol Turnover. J. Biol. Chem. 2003, 278, 22980–22988. [CrossRef]

57. Gibellini, F.; Smith, T.K. The Kennedy Pathway-de Novo Synthesis of Phosphatidylethanolamine and Phosphatidylcholine.
IUBMB Life 2010, 62, 414–428. [CrossRef]

58. Ross, B.M.; Moszczynska, A.; Erlich, J.; Kish, S.J. Phospholipid-Metabolizing Enzymes in Alzheimer’s Disease: Increased
Lysophospholipid Acyltransferase Activity and Decreased Phospholipase A2 Activity. J. Neurochem. 1998, 70, 786–793. [CrossRef]

59. Ojo, J.O.; Algamal, M.; Leary, P.; Abdullah, L.; Mouzon, B.; Evans, J.E.; Mullan, M.; Crawford, F. Converging and Differential
Brain Phospholipid Dysregulation in the Pathogenesis of Repetitive Mild Traumatic Brain Injury and Alzheimer’s Disease. Front.
Neurosci. 2019, 13, 103. [CrossRef]

60. Chouinard-Watkins, R.; Plourde, M. Fatty Acid Metabolism in Carriers of Apolipoprotein e Epsilon 4 Allele: Is It Contributing to
Higher Risk of Cognitive Decline and Coronary Heart Disease? Nutrients 2014, 6, 4452–4471. [CrossRef]

61. Pararasa, C.; Ikwuobe, J.; Shigdar, S.; Boukouvalas, A.; Nabney, I.T.; Brown, J.E.; Devitt, A.; Bailey, C.J.; Bennett, S.J.; Griffiths, H.R.
Age-Associated Changes in Long-Chain Fatty Acid Profile during Healthy Aging Promote pro-Inflammatory Monocyte Polariza-
tion via PPARγ. Aging Cell 2016, 15, 128–139. [CrossRef] [PubMed]

62. Harayama, T.; Shimizu, T. Roles of Polyunsaturated Fatty Acids, from Mediators to Membranes. J. Lipid Res. 2020, 61, 1150–1160.
[CrossRef] [PubMed]

63. Ollila, S.; Hyvönen, M.T.; Vattulainen, I. Polyunsaturation in Lipid Membranes: Dynamic Properties and Lateral Pressure Profiles.
J. Phys. Chem. B 2007, 111, 3139–3150. [CrossRef]

64. Schley, P.D.; Brindley, D.N.; Field, C.J. (N-3) PUFA Alter Raft Lipid Composition and Decrease Epidermal Growth Factor Receptor
Levels in Lipid Rafts of Human Breast Cancer Cells. J. Nutr. 2007, 137, 548–553. [CrossRef]

65. Shaikh, S.R.; Rockett, B.D.; Salameh, M.; Carraway, K. Docosahexaenoic Acid Modifies the Clustering and Size of Lipid Rafts and
the Lateral Organization and Surface Expression of MHC Class I of EL4 Cells. J. Nutr. 2009, 139, 1632–1639. [CrossRef] [PubMed]

66. Ridgway, N.D.; McLeod, R.S. Biochemistry of Lipids, Lipoproteins and Membranes, 6th ed.; Elsevier science: Amsterdam, The
Netherlands, 2015; eBook; ISBN 9780444634498.

http://doi.org/10.1016/j.neuron.2017.11.013
http://doi.org/10.1038/s41593-020-0599-5
http://www.ncbi.nlm.nih.gov/pubmed/32112059
http://doi.org/10.1038/mp.2011.52
http://www.ncbi.nlm.nih.gov/pubmed/21556001
http://doi.org/10.1042/BST0390924
http://www.ncbi.nlm.nih.gov/pubmed/21787325
http://doi.org/10.1073/pnas.050004797
http://doi.org/10.1016/j.stemcr.2021.07.017
http://doi.org/10.1021/acschemneuro.9b00248
http://doi.org/10.7554/eLife.07999
http://doi.org/10.1016/j.bbalip.2010.03.001
http://doi.org/10.3233/JAD-2012-121453
http://www.ncbi.nlm.nih.gov/pubmed/23042211
http://doi.org/10.1038/nrneurol.2012.263
http://doi.org/10.1016/S0022-2275(20)32052-6
http://doi.org/10.1038/s41514-021-00064-9
http://www.ncbi.nlm.nih.gov/pubmed/34075056
http://doi.org/10.3389/fnagi.2021.696778
http://www.ncbi.nlm.nih.gov/pubmed/34305573
http://doi.org/10.1074/jbc.M303415200
http://doi.org/10.1002/iub.354
http://doi.org/10.1046/j.1471-4159.1998.70020786.x
http://doi.org/10.3389/fnins.2019.00103
http://doi.org/10.3390/nu6104452
http://doi.org/10.1111/acel.12416
http://www.ncbi.nlm.nih.gov/pubmed/26522807
http://doi.org/10.1194/jlr.R120000800
http://www.ncbi.nlm.nih.gov/pubmed/32487545
http://doi.org/10.1021/jp065424f
http://doi.org/10.1093/jn/137.3.548
http://doi.org/10.3945/jn.109.108720
http://www.ncbi.nlm.nih.gov/pubmed/19640970


Cells 2022, 11, 3616 18 of 18

67. Prasinou, P.; Dafnis, I.; Giacometti, G.; Ferreri, C.; Chroni, A.; Chatgilialoglu, C. Fatty Acid-Based Lipidomics and Membrane
Remodeling Induced by ApoE3 and ApoE4 in Human Neuroblastoma Cells. Biochim. Et Biophys. Acta Biomembr. 2017, 1859,
1967–1973. [CrossRef]

68. López, G.H.; Ilincheta de Boschero, M.G.; Castagnet, P.I.; Giusto, N.M. Age-Associated Changes in the Content and Fatty Acid
Composition of Brain Glycerophospholipids. Comp. Biochem. Physiol. Part B Biochem. 1995, 112, 331–343. [CrossRef]

69. Delgado, G.E.; Krämer, B.K.; Lorkowski, S.; März, W.; von Schacky, C.; Kleber, M.E. Individual Omega-9 Monounsaturated Fatty
Acids and Mortality—The Ludwigshafen Risk and Cardiovascular Health Study. J. Clin. Lipidol. 2017, 11, 126–135.e5. [CrossRef]

70. Astarita, G.; Jung, K.M.; Vasilevko, V.; DiPatrizio, N.V.; Martin, S.K.; Cribbs, D.H.; Head, E.; Cotman, C.W.; Piomelli, D. Elevated
Stearoyl-CoA Desaturase in Brains of Patients with Alzheimer’s Disease. PLoS ONE 2011, 6, e24777. [CrossRef]

71. Kihara, A. Very Long-Chain Fatty Acids: Elongation, Physiology and Related Disorders. J. Biochem. 2012, 152, 387–395. [CrossRef]
72. Yamada, K. Extracellular Tau and Its Potential Role in the Propagation of Tau Pathology. Front. Neurosci. 2017, 11, 667. [CrossRef]

[PubMed]
73. Laird, F.M.; Cai, H.; Savonenko, A.V.; Farah, M.H.; He, K.; Melnikova, T.; Wen, H.; Chiang, H.C.; Xu, G.; Koliatsos, V.E.; et al.

BACE1, a Major Determinant of Selective Vulnerability of the Brain to Amyloid-β Amyloidogenesis, Is Essential for Cognitive,
Emotional, and Synaptic Functions. J. Neurosci. 2005, 25, 11693–11709. [CrossRef] [PubMed]

74. Lin, Y.T.; Seo, J.; Gao, F.; Feldman, H.M.; Wen, H.L.; Penney, J.; Cam, H.P.; Gjoneska, E.; Raja, W.K.; Cheng, J.; et al. APOE4 Causes
Widespread Molecular and Cellular Alterations Associated with Alzheimer’s Disease Phenotypes in Human IPSC-Derived Brain
Cell Types. Neuron 2018, 98, 1141–1154.e7. [CrossRef] [PubMed]

75. Tachibana, M.; Holm, M.L.; Liu, C.C.; Shinohara, M.; Aikawa, T.; Oue, H.; Yamazaki, Y.; Martens, Y.A.; Murray, M.E.;
Sullivan, P.M.; et al. APOE4-Mediated Amyloid-β Pathology Depends on Its Neuronal Receptor LRP1. J. Clin. Investig. 2019, 129,
1272–1277. [CrossRef]

76. Vincent, B.; Smith, J.D. Astrocytes Down-Regulate Neuronal β-Amyloid Precursor Protein Expression and Modify Its Processing
in an Apolipoprotein E Isoform-Specific Manner. Eur. J. Neurosci. 2001, 14, 256–266. [CrossRef]

77. Ye, S.; Huang, Y.; Mü llendorff, K.; Dong, L.; Giedt, G.; Meng, E.C.; Cohen, F.E.; Kuntz, I.D.; Weisgraber, K.H.; Mahley, R.W.
Apolipoprotein (Apo) E4 Enhances Amyloid Peptide Production in Cultured Neuronal Cells: ApoE Structure as a Potential
Therapeutic Target. Proc. Natl. Acad. Sci. USA 2005, 102, 18700–18705. [CrossRef]

78. Fan, Q.W.; Yu, W.; Senda, T.; Yanagisawa, K.; Michikawa, M. Cholesterol-Dependent Modulation of Tau Phosphorylation in
Cultured Neurons. J. Neurochem. 2001, 76, 391–400. [CrossRef]

79. Díaz, M.; Fabelo, N.; Martín, V.; Ferrer, I.; Gómez, T.; Marín, R. Biophysical Alterations in Lipid Rafts from Human Cerebral
Cortex Associate with Increased BACE1/AβPP Interaction in Early Stages of Alzheimer’s Disease. J. Alzheimer’s Dis. 2014, 43,
1185–1198. [CrossRef]

80. Martín, V.; Fabelo, N.; Santpere, G.; Puig, B.; Marín, R.; Ferrer, I.; Díaz, M. Lipid Alterations in Lipid Rafts from Alzheimer’s
Disease Human Brain Cortex. J. Alzheimer’s Dis. 2010, 19, 489–502. [CrossRef]

81. Stillwell, W.; Shaikh, S.R.; Zerouga, M.; Siddiqui, R.; Wassal, S.R. Docosahexaenoic Acid Affects Cell Signaling by Altering Lipid
Rafts. Reprod. Nutr. Dev. 2005, 45, 559–579. [CrossRef]

82. Marquer, C.; Devauges, V.; Cossec, J.C.; Liot, G.; Lécart, S.; Saudou, F.; Duyckaerts, C.; Lévêque-Fort, S.; Potier, M.C. Local
Cholesterol Increase Triggers Amyloid Precursor Protein-Bace1 Clustering in Lipid Rafts and Rapid Endocytosis. FASEB J. 2011,
25, 1295–1305. [CrossRef] [PubMed]

83. Kalvodova, L.; Kahya, N.; Schwille, P.; Ehehalt, R.; Verkade, P.; Drechsel, D.; Simons, K. Lipids as Modulators of Proteolytic
Activity of BACE: Involvement of Cholesterol, Glycosphingolipids, and Anionic Phospholipids in Vitro. J. Biol. Chem. 2005, 280,
36815–36823. [CrossRef] [PubMed]

84. Lebbadi, M.; Julien, C.; Phivilay, A.; Tremblay, C.; Emond, V.; Kang, J.X.; Calon, F. Endogenous Conversion of Omega-6 into
Omega-3 Fatty Acids Improves Neuropathology in an Animal Model of Alzheimer’s Disease. J. Alzheimer’s Dis. 2011, 27, 853–869.
[CrossRef] [PubMed]

85. Kawarabayashi, T.; Shoji, M.; Younkin, L.H.; Wen-Lang, L.; Dickson, D.W.; Murakami, T.; Matsubara, E.; Abe, K.; Ashe, K.H.;
Younkin, S.G. Dimeric Amyloid β Protein Rapidly Accumulates in Lipid Rafts Followed by Apolipoprotein E and Phosphorylated
Tau Accumulation in the Tg2576 Mouse Model of Alzheimer’s Disease. J. Neurosci. 2004, 24, 3801–3809. [CrossRef] [PubMed]

86. Basil, M.C.; Levy, B.D. Specialized Pro-Resolving Mediators: Endogenous Regulators of Infection and Inflammation. Nat. Rev.
Immunol. 2016, 16, 51–67. [CrossRef] [PubMed]

87. Devassy, J.G.; Leng, S.; Gabbs, M.; Monirujjaman, M.; Aukema, H.M. Omega-3 Polyunsaturated Fatty Acids and Oxylipins in
Neuroinflammation and Management of Alzheimer Disease. Adv. Nutr. 2016, 7, 905–916. [CrossRef]

88. Liu, Y.; Yang, L.; Conde-Knape, K.; Beher, D.; Shearman, M.S.; Shachter, N.S. Fatty Acids Increase Presenilin-1 Levels and
γ-Secretase Activity in PSwt-1 Cells. J. Lipid Res. 2004, 45, 2368–2376. [CrossRef]

89. Barracchia, C.G.; Tira, R.; Parolini, F.; Munari, F.; Bubacco, L.; Spyroulias, G.A.; D’Onofrio, M.; Assfalg, M. Unsaturated Fatty
Acid-Induced Conformational Transitions and Aggregation of the Repeat Domain of Tau. Molecules 2020, 25, 2716. [CrossRef]

http://doi.org/10.1016/j.bbamem.2017.07.001
http://doi.org/10.1016/0305-0491(95)00079-8
http://doi.org/10.1016/j.jacl.2016.10.015
http://doi.org/10.1371/journal.pone.0024777
http://doi.org/10.1093/jb/mvs105
http://doi.org/10.3389/fnins.2017.00667
http://www.ncbi.nlm.nih.gov/pubmed/29238289
http://doi.org/10.1523/JNEUROSCI.2766-05.2005
http://www.ncbi.nlm.nih.gov/pubmed/16354928
http://doi.org/10.1016/j.neuron.2018.05.008
http://www.ncbi.nlm.nih.gov/pubmed/29861287
http://doi.org/10.1172/JCI124853
http://doi.org/10.1046/j.0953-816x.2001.01643.x
http://doi.org/10.1073/pnas.0508693102
http://doi.org/10.1046/j.1471-4159.2001.00063.x
http://doi.org/10.3233/JAD-141146
http://doi.org/10.3233/JAD-2010-1242
http://doi.org/10.1051/rnd:2005046
http://doi.org/10.1096/fj.10-168633
http://www.ncbi.nlm.nih.gov/pubmed/21257714
http://doi.org/10.1074/jbc.M504484200
http://www.ncbi.nlm.nih.gov/pubmed/16115865
http://doi.org/10.3233/JAD-2011-111010
http://www.ncbi.nlm.nih.gov/pubmed/21914946
http://doi.org/10.1523/JNEUROSCI.5543-03.2004
http://www.ncbi.nlm.nih.gov/pubmed/15084661
http://doi.org/10.1038/nri.2015.4
http://www.ncbi.nlm.nih.gov/pubmed/26688348
http://doi.org/10.3945/an.116.012187
http://doi.org/10.1194/jlr.M400317-JLR200
http://doi.org/10.3390/molecules25112716

	Introduction 
	Materials and Methods 
	Sample Preparation and Lipid Extraction 
	Lipid Analysis 
	Analysis of Cholesterol and Derivatives by GC-MS/MS 
	Phospholipids Analysis by Electrospray Mass Spectrometry (ESI-MS) 
	Analysis of FA Composition by GC 

	Cultures of Primary Neurons 
	A 38, 40 and 42 Measurements 
	Western Blotting 
	Data Processing 

	Results 
	APOE Genotype Disturbs Cholesterol Turnover 
	Levels of PC and PE and Changes in Their Composition in APOE4-KI Mice 
	APOE Genotype and Fatty Acid Profile and Metabolism 
	Lipid Dysregulations and Gene Expression in APOE Genotypes 
	Neurons of APOE4-KI Mice Produce a Higher Amount of A Peptide 

	Discussion 
	Altered Cholesterol Turnover in APOE4-KI Mice 
	APOE4 Genotype Is Associated to Lower Levels of Phosphatidylethanolamines Bearing Polyunsaturated Fatty Acids 
	Elevated Levels of MUFAs, Particularly Omega-9 FA, in APOE4-KI Mice 
	Interrelationship between Lipid Dys-Homeostasis and AD Pathological Markers 

	Conclusions 
	References

