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ABSTRACT The Gram-negative bacterium Mannheimia haemolytica is the primary
bacterial species associated with bovine respiratory disease (BRD) and is responsible
for significant economic losses to livestock industries worldwide. Healthy cattle are
frequently colonized by commensal serotype A2 strains, but disease is usually
caused by pathogenic strains of serotype A1. For reasons that are poorly under-
stood, a transition occurs within the respiratory tract and a sudden explosive prolif-
eration of serotype A1 bacteria leads to the onset of pneumonic disease. Very little
is known about the interactions of M. haemolytica with airway epithelial cells of the
respiratory mucosa which might explain the different abilities of serotype A1 and A2
strains to cause disease. In the present study, host-pathogen interactions in the bo-
vine respiratory tract were mimicked using a novel differentiated bovine bronchial
epithelial cell (BBEC) infection model. In this model, differentiated BBECs were inocu-
lated with serotype A1 or A2 strains of M. haemolytica and the course of infection
followed over a 5-day period by microscopic assessment and measurement of key
proinflammatory mediators. We have demonstrated that serotype A1, but not A2, M.
haemolytica invades differentiated BBECs by transcytosis and subsequently under-
goes rapid intracellular replication before spreading to adjacent cells and causing
extensive cellular damage. Our findings suggest that the explosive proliferation of
serotype A1 M. haemolytica that occurs within the bovine respiratory tract prior to
the onset of pneumonic disease is potentially due to bacterial invasion of, and rapid
proliferation within, the mucosal epithelium. The discovery of this previously unrec-
ognized mechanism of pathogenesis is important because it will allow the serotype
A1-specific virulence determinants responsible for invasion to be identified and
thereby provide opportunities for the development of new strategies for combatting
BRD aimed at preventing early colonization and infection of the bovine respiratory
tract.
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Mannheimia haemolytica is a Gram-negative bacterium and is the primary bacterial
species associated with bovine respiratory disease (BRD), a multifactorial condi-

tion of cattle involving poorly understood interactions between various bacterial and
viral pathogens and the host (1–3). Bovine respiratory disease is responsible for
significant economic losses (�$1 billion to $3 billion annually in the United States
alone) to the livestock industries worldwide (1, 4–6). Antibiotics play an important role
in the control of BRD, but the incidence of multidrug-resistant bacterial strains is
increasing (7–12), and there are serious public health concerns associated with the
increased use of antimicrobial drugs in food-producing animals (1, 3, 13–15). Therefore,
alternative, less extensively drug-dependent strategies are required to control disease.
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Vaccination is widely used for the prevention of BRD, but the efficacy of currently
available vaccines is inconsistent, and improved vaccines are required (15, 16). How-
ever, the development of improved vaccines and other control measures is hindered by
our limited understanding of the pathogenesis of BRD.

Mannheimia haemolytica occurs naturally as a commensal in the upper respiratory
tract (URT) of healthy cattle but, under circumstances which are poorly understood, is
frequently associated with disease (3, 5, 17). The bacterium comprises 12 capsular
serotypes (18). Healthy cattle are often colonized by commensal strains of serotype A2,
but disease is almost always caused by pathogenic isolates of serotype A1 (1, 3, 5, 6, 9,
14). For reasons that are unclear but that are associated with crowding, stress, and/or
viral infection, a sudden explosive proliferation occurs in the number of serotype A1
bacteria present in the URT of susceptible animals (5, 6, 17, 19). The colonization of the
mucosal surfaces leads to inhalation of bacterium-containing aerosol droplets into the
lungs and predisposes the animals to the onset of pneumonic disease (20, 21). Thus,
pneumonia appears to be the consequence of two events—the first occurring in the
URT and the second in the lungs (19).

Events within the lungs are relatively well defined. The secretion of leukotoxin and
the release of lipopolysaccharide together play a central role in the migration of
neutrophils into the lungs, and these immune cells are largely responsible for the
excessive pulmonary inflammation and tissue damage associated with BRD (5, 6,
22–24). In contrast, the reasons for the very different behaviors of serotype A1 and A2
strains within the URT during the early stages of colonization, and, indeed, the reasons
for their differing abilities to cause disease, are not known. Serotype A1 and A2 strains
of M. haemolytica differ in a wide range of virulence-associated characteristics (25–31),
but there is little clear-cut evidence that any of them have specific roles which might
explain unequivocally the differences in the levels of pathogenicity of these strains. Due
partly to the lack of availability of physiologically relevant and reproducible in vitro
methodologies, there has been very little focus on improving our understanding of the
early interactions of M. haemolytica with the respiratory epithelium prior to the onset
of disease. We believe that understanding these early host-pathogen interactions is key
to explaining the differential responses of serotype A1 versus A2 M. haemolytica strains
with respect to high-level nasopharyngeal colonization and/or disease causation.

Airway epithelial cells (AECs) play important roles in defense of the respiratory tract.
The respiratory epithelium provides a physicochemical barrier against inhaled micro-
organisms and particulates which involves the presence of intercellular junctions and
mucociliary clearance (32, 33). Furthermore, AECs are involved in the innate immune
response and, during BRD, are the source of the proinflammatory mediators which
stimulate the activation and regulation of neutrophils and macrophages (22, 34, 35).
Submerged AEC cultures, including either primary cells or immortalized cell lines, have
been used to investigate interactions of M. haemolytica (34, 36–38) with the bovine
respiratory tract, but these have various limitations: the cultures do not reflect the
multicellular complexity of the parental tissue in vivo and lack its three-dimensional
(3-D) architecture, and the physiological conditions are not representative of those
found within the bovine URT. However, those characteristics that are lacking in sub-
merged cultures can be recapitulated using differentiated AECs grown at an air-liquid
interface (ALI) and such cell culture approaches have been used to study the interac-
tions of various bacterial and viral pathogens with different host species (39–57).
Indeed, with a view to similarly studying the interactions of M. haemolytica with the
bovine respiratory epithelium, we have established optimum culture conditions for the
growth and differentiation of bovine bronchial epithelial cells (BBECs) grown at an ALI
(58) and have identified a 21-to-42-day window during which these cultures are fully
differentiated, healthy, and suitable for infection studies (59).

In the present study, we hypothesized that serotype A1 and A2 strains of M.
haemolytica interact with and stimulate differentiated BBECs in different ways. In
particular, since various bacterial pathogens of the human respiratory tract are known
to invade human AECs (55, 56, 60–63), we wished to explore the possibility that
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serotype A1 M. haemolytica invades bovine AECs. Here, we demonstrated that patho-
genic serotype A1 M. haemolytica, but not commensal serotype A2 M. haemolytica,
invades and replicates within bovine AECs. Importantly, the discovery of this invasion
process provides a possible explanation for the explosive proliferation of serotype A1
bacteria that occurs in the bovine URT before the onset of pneumonic disease and
thereby opens avenues for the development of new disease intervention strategies.

RESULTS
Mannheimia haemolytica serotype A1 but not serotype A2 colonizes differen-

tiated BBECs. The ability of M. haemolytica serotype A1 (PH2) and serotype A2 (PH202)
isolates to adhere to and colonize differentiated BBECs was first assessed by bacterial
enumeration at selected time points from 0.5 to 120 h postinfection (p.i.) (Fig. 1). The
levels of adherence of the two isolates were similar at very early time points (0.5 and
2 h p.i.). A relatively small number of bacteria, representing �1% of the inoculum,
adhered to the BBECs at each time point (Fig. 1A); in contrast, a very high number of
bacteria, comprising the majority of the inoculum, was present in the apical washes at
each time point (Fig. 1B). However, the fates of the bacteria representing each of the
two isolates associated with the BBECs were subsequently very different. From 6 h p.i.,
the bacterial numbers representing serotype A1 isolate PH2 increased exponentially
and achieved a maximum (�1,000% of the inoculum) at 24 h p.i.; thereafter, the

FIG 1 Bacterial enumeration of differentiated BBEC cultures infected with M. haemolytica isolates PH2 and PH202 over a 5-day time course. Differentiated BBEC
cultures were infected with M. haemolytica isolates PH2 and PH202 (2.5 � 107 CFU/insert) at day 21 post-ALI and maintained for 5 days. Adherence and
colonization of (A) bacteria associated with the epithelial cells after apical washing and (B) bacteria present in the apical washes were assessed by enumeration
at the indicated time points. The bacteria were enumerated by counting viable cells, and the numbers are expressed as percentages of the original inoculum.
Three cultures were analyzed per time point, and the data represent means � standard deviations of results from cultures derived from three different animals
(red columns, animal 1; blue columns, animal 2; green columns, animal 3).
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numbers declined to �100% of the inoculum by 120 h (Fig. 1A). The number of
serotype A1 bacteria within the washes increased marginally at the same time points
(Fig. 1B), but this increase did not match the exponential increase observed for the
bacteria associated with the BBECs between 6 and 24 h (Fig. 1A). These results suggest
that a high proportion of the increased bacterial numbers observed in Fig. 1A (at
between 6 and 24 h) remained associated with the tissue and were not removed by
washing. In contrast, the numbers of serotype A2 isolate PH202 bacteria, including both
those associated with the BBECs (Fig. 1A) and those present in the washes (Fig. 1B),
either decreased (animals 2 and 3) or increased marginally (animal 1) from 6 h onwards.
Thus, serotype A2 bacteria were completely cleared by 16 h from the animal 2 cultures,
were cleared by 120 h from the animal 3 cultures, and were present in low numbers
(�10% of the inoculum) after 120 h in the animal 1 cultures. Taken together, these
results clearly demonstrate marked differences in the ability of the M. haemolytica
isolates to colonize differentiated BBEC cultures; the serotype A1 isolate was able to
rapidly colonize the epithelial layer, whereas the serotype A2 isolate was unable to
do so.

Mannheimia haemolytica invades differentiated BBECs and forms foci of infec-
tion. Colonization of the differentiated BBEC cultures was next evaluated using immu-
nofluorescence microscopy (IFM) and scanning electron microscopy (SEM). Immuno-
fluorescence microscopy of infected cultures revealed very little evidence of adherence
by either isolate over the first 6 h of infection (Fig. 2A; see also Fig. S1 in the
supplemental material), and this observation was generally confirmed by SEM (Fig. 2B;
see also Fig. S2). However, further scrutiny by SEM revealed low levels of sporadic
bacterial adherence over the apical surface (Fig. 3). Thus, small numbers of serotype A1
bacteria (typically 2 to 3 per cell) were observed to adhere to patches of epithelial cells
(Fig. 3A, arrowheads), as well as occasionally to mucus (Fig. 3A, arrows), at early time
points. Notably, serotype A1 bacteria adhered to the apical surfaces of nonciliated cells
but not to the cilia of ciliated cells (Fig. 3B, arrow).

As expected from the data representing the viable counts (Fig. 1), the outcomes of
infection with the serotype A1 and A2 strains were very different after 6 h. Immuno-
fluorescence microscopy demonstrated that the bacterial numbers of serotype A1
isolate PH2 progressively increased from 6 h p.i. through successive time points up to
24 h (Fig. 2A); these observations corresponded with the increasing numbers of bac-
teria recovered from the cultures between 6 and 24 h (Fig. 1A). However, the bacteria
were not evenly distributed across the epithelial surface but were instead initially
present in relatively small numbers of clusters, or foci of infection, that appeared to be
associated with nonciliated regions (Fig. 2A). The number, size, and density of these foci
increased between 12 and 24 h, and later time points were associated with progres-
sively diminished staining of cilia that indicated increased damage and destruction of
the epithelial layer; this was most clearly observed at 72 and 120 h (Fig. S1). The
identification of well-established and extensive foci of infection from 16 h p.i. by IFM
was confirmed by SEM (Fig. 2B). Moreover, SEM revealed that from 16 h p.i. onward,
these infection foci were characterized by invasion and disruption of the epithelial
layer; large numbers of bacteria were clearly visible within deeper regions of infected,
fractured tissue (Fig. 2B, arrowheads). At later time points (i.e., from 48 h onward), SEM
revealed severe destruction of the epithelial layer such that the underlying membrane
was exposed (Fig. S2). In striking contrast to isolate PH2, serotype A2 isolate PH202
continued to exhibit few or no signs of adherence from 6 h p.i. and there was no
evidence of the colonization and invasion that was characteristic of isolate PH2 by
either IFM (Fig. 2A; see also Fig. S1) or SEM (Fig. 2B; see also Fig. S2).

Colonization of the differentiated BBEC cultures was also assessed by hematoxylin
and eosin (H&E) and immunohistochemical (IHC) staining of histological sections. As
expected, there was little evidence of bacterial adherence and colonization by either
isolate over the first 6 h of infection but the fates of the bacteria representing each of
the two isolates were again very different after 6 h (Fig. 4). At 12 h p.i., serotype A1
(PH2) bacteria were not discernible by H&E staining (Fig. 4A) but IHC staining revealed
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numerous small clusters of bacteria at the epithelial cell surface (Fig. 4B, arrowheads).
By 16 h, bacteria were clearly observed within distinct foci of infection by H&E staining
(Fig. 4A, arrow) and this was confirmed by IHC staining (Fig. 4B, arrow). Notably, this
idea of a rapid increase in bacterial numbers between 12 and 16 h was supported by
the IFM and SEM imaging (Fig. 2). These observations highlight that the 4-h period
between 12 and 16 h p.i. represents a key transition stage during which infection
rapidly progresses from the presence of small clusters of bacteria at the apical surface
to extensive, deep-seated foci of infection which extend the full depth of the epithelial
layer. Over the subsequent 8 h (16 to 24 h p.i.), the foci of infection became larger (due
to the lateral spread of bacteria) and the bacteria more numerous (Fig. 4). Furthermore,
from 16 h p.i., epithelial cells in the vicinity of the infection foci displayed cytopathic
effects; large numbers of rounded and apoptotic cells were present (Fig. 4A, arrow-
heads). By 48 and 72 h, the integrity of the epithelial layer was significantly disrupted
(Fig. S3 and S4), and epithelial fragments were removed during washing; these obser-
vations most likely account for the decline in bacterial numbers after 24 h described
above (Fig. 1A). In contrast, and consistent with the IFM and SEM results, there was
(with one exception) no evidence of bacterial colonization and tissue invasion by
serotype A2 isolate PH202 (Fig. 4). Indeed, the epithelial layer remained intact until day

FIG 2 Microscopic analysis of differentiated BBEC cultures infected with M. haemolytica isolates PH2 and PH202
over a 5-day time course. Differentiated BBEC cultures were infected with M. haemolytica isolates PH2 and PH202
(2.5 � 107 CFU/insert) at day 21 post-ALI and maintained for 5 days. At the indicated time points p.i., the cultures
were washed to remove unbound bacteria and fixed. Bacterial colonization was subsequently assessed using (A)
IFM and (B) SEM. As shown in panel A, increasing numbers of PH2 bacteria but not PH202 bacteria were associated
with BBECs over time (bacteria, green; cilia [�-tubulin], red; nuclei, blue); as shown in panel B, increasing numbers
of PH2 bacteria (arrowheads) but not PH202 bacteria were associated with damaged tissue from 16 h p.i. Data
corresponding to further time points are shown in Fig. S1 and S2.
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5 (Fig. S3 and S4) and maintained its ciliation and barrier function (described below).
The single exception was the 120-h time point for animal 1, which showed some signs
of bacterial colonization and tissue disruption (results not shown); this observation was
in agreement with the recovery of low numbers of bacteria from cultures infected with
isolate PH202 (Fig. 1A). A semiquantitative assessment of bacterial infection of the BBEC
cultures from each of the three animals is shown in Table 1.

Invasion of BBECs is independent of tight-junction integrity. Tight junctions,
together with adherens junctions and desmosomes, are involved in creating the
hallmark barrier function of the respiratory tract and are specifically targeted and
degraded by certain bacterial pathogens during paracellular infection processes (64–
67). The tight-junction integrity of BBECs was assessed following challenge with isolates
PH2 and PH202 by ZO-1 staining and transepithelial electrical resistance (TEER) deter-
mination. Normal tight-junction staining was observed within BBEC cultures infected
with serotype A1 isolate PH2 at early time points (0.5 to 16 h p.i.); the integrity of the
junctional complexes was unaffected by early M. haemolytica colonization (Fig. 5A; see
also Fig. S5). In particular, the tight junctions of those epithelial cells which bacteria had
most likely invaded at 12 and 16 h remained intact (Fig. S6A). However, as epithelial
cells were damaged and disrupted at later time points (e.g., at 20 and 24 h), there was
a simultaneous loss of tight-junction staining within infection foci, although the
surrounding cells still maintained intact tight junctions (Fig. 5A). Confocal microscopy
confirmed that tight junctions remained intact in areas adjacent to infection foci (Fig.
S6B). At 48, 72, and 120 h, there was a loss of tight-junction staining over large areas of
the epithelial layer which corresponded with the extensive tissue destruction described
above (Fig. S5). These observations were reflected in the TEER measurements for isolate

FIG 3 Scanning electron microscopy of differentiated BBEC cultures infected with M. haemolytica isolate PH2.
Differentiated BBEC cultures were infected with M. haemolytica isolate PH2 (2.5 � 107 CFU/insert) at day 21 post-ALI
and maintained for 5 days at day 21 post-ALI and maintained for 5 days. At selected time points p.i., the cultures
were washed to remove unbound bacteria, fixed, and examined by SEM. (A) Bacteria adhering to nonciliated
epithelial cells (arrowheads) and to mucus (arrows). (B) Bacteria (arrow) adhering to the center of a nonciliated
epithelial cell but not to cilia. (C) Large numbers of bacteria (arrows) associated with an invagination of the cell
membrane. (D) Bacteria (white arrow) associated with an invagination of the cell membrane, which may have been
the result of mucus extrusion (black arrow).
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PH2 (Fig. 5B). The TEER values were maintained until 16 h p.i., but there was a significant
reduction in the TEER values between 16 and 48 h p.i. (P � 0.001; two-way analysis of
variance [ANOVA]). Furthermore, transmission electron microscopy (TEM) of infected
BBECs confirmed the presence of intact tight junctions between epithelial cells whose
paracellular spaces contained numerous bacteria (Fig. 5C). In contrast, infection with
serotype A2 isolate PH202 had no effect on tight-junction integrity over the 5-day time
course as determined by ZO-1 staining (Fig. 5A; see also Fig. S5) and TEER measurement
(Fig. 5B).

On the basis of the observations reported above, we hypothesized that serotype A1
isolate PH2 was not invading the epithelial layer by direct targeting of the tight
junctions (i.e., via paracytosis) such as occurs in some bacterial pathogens (64–67). To
test this hypothesis, we treated BBECs with lipoxin A4 (LXA4) prior to infection with PH2.
Lipoxin A4 is a biologically active eicosanoid which stimulates tight-junction formation
and repair in bronchial epithelial cells (68, 69). The TEER of BBEC cultures pre- and
postinfection increased with increasing concentrations of LXA4 (Fig. S7A), confirming
improved barrier function, but this was not accompanied by a reduction in the

FIG 4 Histological analysis of differentiated BBEC cultures infected with M. haemolytica isolates PH2 and PH202 over a 5-day time course. Differentiated BBEC
cultures were infected with M. haemolytica isolates PH2 and PH202 (2.5 � 107 CFU/insert) at day 21 post-ALI and maintained for 5 days. At the indicated time
points p.i., the cultures were washed to remove unbound bacteria, fixed, paraffin-embedded, and sectioned using standard histological techniques. Bacterial
colonization and invasion were assessed using H&E staining (A) and IHC (B) (OmpA-labeled bacteria are stained brown). As shown in panel A, PH2 bacteria but
not PH202 bacteria were observed within the epithelial layer from 16 h p.i. (arrow) and apoptotic and rounded cells were apparent at later time points
(arrowheads). As shown in panel B, PH2 bacteria but not PH202 bacteria were identified within the epithelial layer from 12 h p.i. (arrowheads) and discrete foci
of infection (arrow), penetrating the full depth of the epithelial layer, were visible by 16 h. Data from further time points are shown in Fig. S3 and S4.
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numbers of colonizing bacteria at 24 h p.i. (Fig. S7B) such as might be expected if
bacteria were invading by this route.

Mannheimia haemolytica invades differentiated BBECs by transcytosis and
rapidly replicates intracellularly. The association of fluorescently labeled bacteria of
serotype A1 isolate PH2 with the centers of infected BBECs, and their complete absence
from cell peripheries (Fig. S6A, arrowheads), provided preliminary evidence that trans-
cytosis, and not paracytosis, was the route of cellular invasion. Confocal microscopy was
subsequently used to further identify the distribution of bacteria within infected BBEC
cultures. Z-stack projections of infected cultures displayed high densities of bacteria
confined within epithelial cell boundaries (Fig. 6A, arrowheads). The intracellular loca-
tion of bacteria was confirmed using a gentamicin protection assay (Fig. S8). Following
infection with isolate PH2, a small intracellular subpopulation of gentamicin-surviving
bacteria was present at 12 h p.i., and the subpopulation had increased in number
substantially by 24 h p.i. The number of intracellular bacteria had decreased by 48 h, a
finding which is explained by the destruction and removal of the epithelium described
above. Gentamicin-surviving (internalized) bacteria of serotype A2 isolate PH202 were
not detected at any time points following challenge.

To address the key issue of how serotype A1 bacteria are internalized, more-
extensive SEM and TEM analyses were performed. Potential evidence for bacterial
uptake by epithelial cells was provided by SEM, although such events were observed
infrequently; this may have been due to the polarization of the cells (51, 60) and/or to
selective binding to a limited repertoire of cells (46). Large numbers of bacteria were
occasionally observed to be closely associated with invaginations of the epithelial cell
surface (Fig. 3C and D, white arrows). The close proximity of extruded mucus to some
of these invaginations (Fig. 3D, black arrow) suggests that these epithelial cells were, in
fact, goblet cells and that this cell type represents a potential portal of entry for M.
haemolytica. There was also evidence of single bacterial cells being taken up by
epithelial cells (Fig. 6B, panel i). However, evidence for the intracellular location and
replication of serotype A1 bacteria was more readily obtained. Thus, large numbers of
internalized bacteria were observed within epithelial cells by SEM (Fig. 6B, panel ii,
arrow), suggesting that rapid intracellular replication occurs after uptake. Bacterial
uptake and intracellular replication within BBECs were confirmed by TEM (Fig. 6C).
Numerous membrane-bound vesicles containing bacteria were observed within BBECs
infected with serotype A1 isolate PH2 at time points between 16 and 24 h p.i. Many
vesicles contained only a single bacterium and were often located just beneath the cell

TABLE 1 Semiquantitative assessment of bacterial invasion of, and epithelial damage to,
differentiated BBEC cultures infected with M. haemolytica isolates PH2 and PH202 over a
5-day time coursea

Time postinfection (h)

Isolate PH2 Isolate PH202

Animal 1 Animal 2 Animal 3 Animal 1 Animal 2 Animal 3

0.5 � � � � � �
2 � � � � � �
6 � � � � � �
12 � � � � � �
16 �� �� �� � � �
20 �� �� �� � � �
24 �� �� �� � � �
48 ��� ��� ��� � � �
72 ��� ��� ��� � � �
120 ��� ��� ��� ��� � �

aDifferentiated BBEC cultures were infected with M. haemolytica isolates PH2 and PH202 (2.5 � 107

CFU/insert) at day 21 post-ALI and maintained for five days. At the indicated time points p.i., sections of
infected BBEC cultures were analyzed using H&E staining and IHC (see Fig. 4) (see also Fig. S3 and S4).
Assessments of bacterial colonization/invasion and of the epithelial integrity of the histological sections
were made semiquantitatively as follows: �, no evidence of infection, healthy epithelial layer; �, evidence
of a minor degree of infection, a small number of foci of infection present, no tissue damage; ��, evidence
of a moderate degree of infection, large numbers of foci of infection present, some epithelial damage;
���, evidence of a high degree of infection affecting the entire culture, extensive epithelial damage.
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surface (Fig. 6C, panel i, arrow), whereas other vesicles were much larger and contained
numerous (�50) bacteria (Fig. 6C, panel ii, arrow). In contrast, there was no evidence for
internalization and replication of serotype A2 bacteria.

Mannheimia haemolytica stimulates the release of key proinflammatory medi-
ators by BBECs. To provide insight into the proinflammatory innate immune response
of BBECs following challenge with M. haemolytica and to assess differences in the
responses to serotype A1 and A2 isolates, the production of four key proinflammatory
cytokines/chemokines was assessed by enzyme-linked immunosorbent assay (ELISA).
Following challenge with isolate PH2 or PH202, the release of the cytokines

FIG 5 Tight-junction integrity of differentiated BBEC cultures infected with M. haemolytica isolates PH2 and PH202
over a 5-day time course. Differentiated BBEC cultures were infected with M. haemolytica isolates PH2 and PH202
(2.5 � 107 CFU/insert) at day 21 post-ALI and maintained for 5 days. At the indicated time points p.i., the cultures
were washed to remove unbound bacteria and fixed. Bacterial colonization and tight-junction integrity were
subsequently assessed using IFM (bacteria, green; ZO-1, red; nuclei, blue) (A), TEER determination (B), and TEM (C).
As shown in panel A, increasing numbers of PH2 bacteria but not PH202 bacteria were associated with BBECs over
time and tight junctions remained intact until severe damage of epithelial cells occurred at later time points. As
shown in panel B, infection with PH2 bacteria but not PH202 bacteria caused a rapid decline in tight-junction
integrity (TEER) of BBEC cultures between 16 and 48 h p.i. In these experiments, three cultures were analyzed per
condition, and data represent means � standard deviations of results determined for cultures derived from three
different animals (red columns, animal 1; blue columns, animal 2; green columns, animal 3). (C) TEM image of
24-h-PH2-infected BBECs showing bacteria (arrows) within the paracellular spaces between epithelial cells which
possess intact tight junctions (arrowheads).
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interleukin-1� (IL-1�), interleukin-6 (IL-6), and tumor necrosis factor � (TNF-�) and of
the chemokine CXCL8 was quantified at selected time points p.i. from both the basal
(Fig. 7) and apical (Fig. S9) surfaces. All cytokines/chemokines exhibited a significant
increase (P � 0.0001, two-way ANOVA) in production from the basal surface following
infection by either PH2 or PH202 in comparison to the levels seen with uninfected
controls (Fig. 7). Notably, the production of IL-1� and TNF-� was significantly higher
(P � 0.0001, two-way ANOVA) in cultures challenged with serotype A1 isolate PH2 than
in those challenged with serotype A2 isolate PH202, peaking at 16 and 24 h, respec-
tively; in contrast, the IL-6 and CXCL8 responses to the two isolates were very similar.

FIG 6 Internalization of M. haemolytica isolate PH2 by differentiated BBECs. Differentiated BBEC cultures were
infected with M. haemolytica isolate PH2 (2.5 � 107 CFU/insert) at day 21 post-ALI and maintained for 5 days. At
selected time points p.i., the cultures were washed to remove unbound bacteria and fixed. Internalization of
bacteria was subsequently assessed using IFM (bacteria, green; cilia [�-tubulin], red; nuclei, blue) (A), SEM (B), and
TEM (C). (A) Z-stack orthogonal representation (�630 magnification) of a 24-h-infected BBEC culture showing
bacteria located intracellularly within rounded epithelial cells (arrowheads). (B) Representative images of (i)
potential bacterial uptake by a nonciliated epithelial cell (arrow) and (ii) an epithelial cell (with apical membrane
partially removed) containing large numbers of internalized bacteria (arrow). (C) Representative images of (i) a
single bacterium (arrow) within a small vesicle (endosome) in the cytoplasm of an infected cell (note intact tight
junction [arrowhead]) and (ii) numerous bacteria within a larger vesicle (endosome) in the cytoplasm of an infected
cell. Both images represent 20 h p.i.
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Production of IL-6 was more rapid and peaked much earlier than the production seen
with the other three cytokines/chemokines at 6 h p.i. Notably, the response of the
CXCL8 chemokine was delayed in comparison to that of the three cytokines; there was
virtually no expression at 2 h, but a sudden increase in activity occurred at 6 h, and
production continued to increase until 48 h p.i. The amount of CXCL8 produced was
also generally 10-to-40-fold higher than the amounts of the three cytokines. The release
of the same cytokines/chemokines from the apical surface followed the same trend as
the release from the basal surface (Fig. S9).

DISCUSSION

In the present study, we investigated the interactions of serotype A1 and A2 strains
of M. haemolytica with differentiated BBECs with the aim of improving our understand-
ing of host-pathogen interactions within the bovine respiratory tract during the early
stages of BRD. Differentiated BBEC cultures recapitulate the 3-D, multicellular architec-
ture of the in vivo airway epithelium; in particular, they possess the hallmark barrier
functions of the bovine respiratory tract, including active mucociliary clearance and
intact junctional complexes (58, 59). These mechanisms represent the first line of
defense against invading pathogens and are important considerations in modeling
bacterial interactions within the airways (32, 65, 70). Here, we have presented detailed
BBEC infection data for single-serotype A1 and A2 isolates at frequent time points over
5 days but, importantly, our results were confirmed in further infection experiments in
which we analyzed an additional isolate representing each serotype at less-frequent
time points (results not shown).

The initial levels of adherence of the serotype A1 and A2 isolates to differentiated
BBECs (up to 2 h p.i.) were very similar; enumeration demonstrated that adherence

FIG 7 Proinflammatory innate immune response of differentiated BBECs from the basal surface following infection
with M. haemolytica isolates PH2 and PH202. Differentiated BBEC cultures were infected with M. haemolytica
isolates PH2 and PH202 (2.5 � 107 CFU/insert) at day 21 post-ALI. At the indicated time points p.i., the levels of
expression of IL-1�, TNF-�, IL-6, and CXCL8 within the basolateral medium were measured by ELISA. Cytokine/
chemokine expression was quantified in two cultures at each time point, and the data represent means � standard
deviations of results determined for cultures derived from three different animals (red columns, uninfected control;
blue columns, infection with isolate PH2; green columns, infection with isolate PH202).
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corresponded to approximately 1% of the inoculum. This level of adherence was in
agreement with the previously observed adherence of M. haemolytica to ex vivo URT
tissue (3% of the inoculum) (71) and BBECs (4% of the inoculum) (38) maintained under
submerged conditions. Microscopy revealed that the adherence was generally sporadic,
of relatively low frequency, and, notably, occurred primarily in the form of adherence
to nonciliated cells rather than to ciliated cells or cilia. Interestingly, the related
nontypeable Haemophilus influenzae (NTHI) also exhibits tropism toward nonciliated
AECs (46), whereas other, more distantly related bacterial respiratory tract pathogens,
including Moraxella catarrhalis (40), Mycoplasma pneumoniae (48, 51), Pseudomonas
aeruginosa (72), and Bordetella pertussis (73), bind preferentially to ciliated AECs.

The fates of the serotype A1 and A2 isolates were very different at 6 h p.i. and later
time points. Enumeration of bacteria together with immunofluorescence and electron
and light microscopy data provided clear evidence that M. haemolytica serotype A1
invaded the epithelial cell layer by 12 h p.i. and rapidly replicated between 12 and 24 h
p.i. to form characteristic foci of infection. The infection foci subsequently expanded by
lateral spread of bacteria, which led to severe disruption and destruction of the
epithelial layer by 48 to 72 h p.i. In contrast, M. haemolytica serotype A2 showed no
capability or a very limited capability of infection of BBEC cultures; this strain was
unable to invade and replicate within the epithelium under the described conditions.
Indeed, the clearance of this isolate from BBEC cultures suggests the presence of
antimicrobial activity, which is discussed further below. Evidence derived from both
SEM and TEM, as well as from gentamicin protection assays, confirmed that serotype A1
M. haemolytica was internalized by BBECs and subsequently underwent rapid intracel-
lular replication. Invasion of AECs by M. haemolytica has not previously been described
and represents a new facet of disease pathogenesis and a newly discovered virulence
mechanism for this bacterial species. In a previous study, submerged BBECs were
infected with M. haemolytica for 3 h but invasion was not observed (38). Our findings
highlight two significant advantages of using differentiated BBECs compared to sub-
merged cultures in infection studies. First, the cultures are, by definition, differentiated
and comprise the different cell types (e.g., ciliated, goblet, and basal cells) that occur in
native respiratory epithelium; the cultures also possess the 3-D architecture of native
epithelium and grow under physiological conditions similar to those that occur in vivo.
Second, it is possible to perform infection experiments over long periods (up to 5 days
in our case) with differentiated ALI cultures; this is not possible with submerged
cultures due to bacterial growth within the culture medium. Thus, the likely explana-
tions for the lack of observation of invasion in the previous study (38) were that the
epithelial cells were undifferentiated and the incubation time was insufficient. Although
invasion of AECs by M. haemolytica has not previously been described, it was not a
complete surprise because this process is involved in the pathogenesis of various
human respiratory tract infections caused by NTHI (46, 74–76), M. catarrhalis (61, 62)
and Neisseria meningitidis (55, 60). The discovery of this invasion process led us next to
question how M. haemolytica traverses the epithelium.

The airway epithelium acts as a physical barrier against infection, and microbes have
evolved various strategies for crossing this barrier; these include passing between cells
(paracytosis), entering and passing through cells (transcytosis), or simply killing cells to
eliminate the barrier (32, 70, 77). Bacteria that cross epithelia by paracytosis typically
possess mechanisms that target the tight junctions and other intercellular junctions (64,
65, 78, 79). In the present study, several lines of evidence suggested that serotype A1
M. haemolytica isolate PH2 was not traversing the epithelial layer via paracytosis by
disrupting tight junctions. First, IFM revealed that bacteria were adhering to and
entering cells at a central location; there was no evidence that the bacteria were
associated with the cell periphery, and the lack of such an association was confirmed
by SEM. Second, there was no evidence that the integrity of the epithelium, as assessed
by TEER, was adversely affected during the early stages of infection such as would be
expected if secreted bacterial factors were targeting tight junctions prior to invasion.
The rapid decline in TEER between 16 and 48 h and the associated disruption of tight
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junctions were clearly due to the destruction of the epithelial layer. Third, TEM analysis
identified intact tight junctions between epithelial cells whose paracellular spaces
contained numerous bacteria. Fourth, the addition of LXA4 to BBEC cultures prior to
infection increased the integrity of the tight junctions but did not reduce tissue
invasion. Lipoxin A4 stimulates the expression of ZO-1, prevents tight-junction disrup-
tion, and reduces the invasion of bronchial epithelial cells by P. aeruginosa (68, 69).
Thus, the addition of LXA4 to BBECs might be expected to reduce colonization if tight
junctions were being targeted and represented the route of entry but this was not the
case.

Among the major human respiratory tract pathogens, there is some evidence that
NTHI traverses respiratory epithelium via paracytosis (56, 63, 80), but transcytosis plays
a more prominent role in the traversal of bacterial pathogens across the respiratory
epithelium. Thus, M. catarrhalis invasion occurs via macropinocytosis involving micro-
filaments and the formation of lamellipodia (61, 62) and N. meningitidis traverses the
respiratory epithelial barrier via an intracellular microtubule-dependent route (55, 60).
Micropinocytosis involving the formation of microvilli and lamellipodia (46), receptor-
mediated endocytosis (81, 82), and lipid raft-independent endocytosis (74) have been
cited as mechanisms for the internalization of NTHI by AECs. Assessing the precise
mechanism of BBEC invasion by M. haemolytica was beyond the scope of the present
study, but SEM and TEM analyses of infected BBECs failed to identify any evidence of
the membrane ruffling and lamellipodium formation that are characteristic of NTHI (46,
83) and M. catarrhalis (61) interactions with human AECs. However, SEM imaging did
reveal evidence for the potential uptake of M. haemolytica by nonciliated epithelial cells
in the form of large numbers of bacteria associated with membrane invaginations.
These invaginations may be linked with mucus extrusion, and it is interesting to
speculate that goblet cells are perhaps involved in bacterial uptake, but further
evidence is required to confirm this. A role for goblet cells in M. haemolytica invasion
would not be entirely surprising because Listeria monocytogenes specifically targets this
cell type to gain entry to the intestinal epithelium (84). Although the precise mecha-
nism involved remains to be elucidated, we propose that transcytosis rather than
paracytosis represents the most likely route of epithelial invasion by serotype A1 M.
haemolytica.

TEM analysis demonstrated that, after internalization, serotype A1 isolate PH2
became enclosed within membrane-bound vacuoles or endosomes. The presence of
large numbers of bacteria within these vacuoles, together with the very rapid increase
in bacterial numbers associated with the BBEC cultures between 12 and 24 h, suggests
that M. haemolytica serotype A1 is capable of very rapid intracellular replication after
internalization. Thus, AECs appear to provide a suitable microenvironment for which M.
haemolytica is adapted. The ability to invade, survive, and replicate within AECs
provides M. haemolytica with a potential intracellular niche shielding the bacterium
from antibodies, complement, and antibiotics and potentially allowing persistence for
extended periods of time (74, 75, 80). Although persistence within AECs has not
previously been considered as a possible survival strategy for M. haemolytica, our
findings nonetheless raise the possibility that bacteria internalized within AECs could
act as a reservoir of infection (74, 75, 85), potentially leading to recurrent or reemergent
colonization of the URT (17).

On the basis of the observations described above, we propose a model for the
invasion of differentiated BBECs by serotype A1 M. haemolytica (Fig. 8). After initial
adherence to the epithelial cell surface (i), bacteria are taken up by nonciliated
epithelial cells via an endocytotic-type mechanism (ii). Rapid bacterial replication (iii)
subsequently occurs within endosomes present in the cytoplasm of infected epithelial
cells, and these likely fuse with the lateral membranes releasing bacteria into the
paracellular spaces (iv). Bacteria are taken up laterally by adjacent epithelial cells (v),
and further replication within the paracellular spaces (vi) and in secondarily infected
cells (vii) occurs. These events very quickly lead to disruption of tight junctions, rupture
and death of epithelial cells, and the release of large numbers of bacteria onto the
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epithelial surface (viii). Thus, the initial uptake of a relatively small number of bacteria
leads to their rapid replication and spread to adjacent cells, resulting in the observed
formation of foci of infection and destruction of the epithelial cell layer. The rapid
replication and release of large numbers of bacteria onto the epithelial surface, as
proposed in this model, provide a potential mechanism which might explain the
explosive proliferation of serotype A1 M. haemolytica that occurs in the URT of cattle
prior to the onset of disease. Although in vivo evidence for invasion of respiratory
airway epithelium by M. haemolytica is lacking, it is noteworthy that descriptions of the
pathology and histopathology of BRD focus almost exclusively on lesions of the lungs
(2, 17, 24, 86, 87). In addition, experimental challenge studies involving M. haemolytica
typically involve intratracheal inoculation of bacteria and subsequent assessment that
again focuses on changes in lung pathology (13, 88–92). This challenge method does
not replicate natural infection, and host-pathogen interactions involving airway epi-
thelia of the trachea and upper respiratory tract are completely bypassed.

In contrast to PH2, serotype A2 isolate PH202 was unable to colonize differentiated
BBECs and, by day 5 pi, was cleared from cultures derived from two of the three
animals. These observations suggest that PH202 was susceptible to the antibacterial
activity of AECs. An important function of airway epithelia is the production of
antimicrobial peptides, including defensins and cathelicidins, in response to infection
(32, 77, 93). Indeed, it is becoming increasingly clear that the production of antimicro-
bial peptides, such as tracheal antimicrobial peptide, by ruminant respiratory epithelial
cells plays an important role in combating BRD (22, 94–97). Thus, our observations
highlight further potential differences between serotype A1 and A2 isolates of M.
haemolytica in terms of their responses to exposure to the antimicrobial activity of
bovine AECs.

In addition to their barrier function, AECs also play an important role in orchestrating
the host innate immune response to infection through the release of proinflammatory
cytokines and chemokines (33, 77, 98, 99). The proinflammatory cytokines IL-1�, IL-6,
and TNF� as well as the proinflammatory chemokine CXCL8 are produced by bovine
AECs during BRD (23, 34, 35, 100). In the present study, challenge of differentiated
BBECs stimulated the release of IL-1�, IL-6, TNF�, and CXCL8 by strains of both M.
haemolytica serotypes. Notably, serotype A1 isolate PH2 resulted in significantly higher

FIG 8 Proposed model for the internalization and infection of differentiated BBECs by serotype A1 M.
haemolytica. Bacteria adhere to the apical surface of nonciliated epithelial cells (step 1) and are taken up
via an endocytosis-type mechanism (step 2). Rapid replication of internalized bacteria occurs within
endosomes (step 3), and these fuse with the lateral membranes, releasing bacteria into the paracellular
spaces (step 4). Bacteria may gain entry into adjacent cells (step 5), and further replication within the
paracellular spaces (step 6) and cytoplasm (step 7) leads to the development of infection foci, disruption
of tight junctions, and rupture and death of epithelial cells and to the release of large numbers of
bacteria onto the epithelial cell surface (step 8).
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levels of IL-1� and TNF-� than did serotype A2 strain PH202. Insights into the kinetics
of proinflammatory mediator release were also gained. Thus, production of IL-6 oc-
curred very rapidly and peaked at 6 h whereas production of the other cytokines/
chemokines, especially CXCL8, occurred more slowly and peaked later. There were also
quantitative differences in the levels of cytokine/chemokine production: in particular,
production of CXCL8 was 10-fold to 40-fold higher than the levels measured for the
three cytokines. Importantly, the earlier production of IL-1� and TNF-� than of CXCL8
and the higher levels of CXCL8 production agree with previously reported kinetic
profile and quantitative data on cytokine/chemokine production in the airways of
calves infected with M. haemolytica (23). Thus, the proinflammatory innate immune
response of differentiated BBECs challenged with M. haemolytica closely mimics the in
vivo response of bovine AECs in infected calves and provides partial validation for use
of the model in such studies.

In summary, we have demonstrated that serotype A1 M. haemolytica but not
serotype A2 M. haemolytica invades differentiated AECs and subsequently undergoes
rapid intracellular replication before spreading to adjacent cells and causing extensive
cellular damage. The differing abilities of serotype A1 and serotype A2 M. haemolytica
isolates to invade and damage the airway epithelium correlate with the behavior of
these strains in vivo and support the idea of the relevance of using differentiated BBECs
for studying the pathogenesis of M. haemolytica disease. In particular, our findings may
provide insight into the previously unexplained and sudden explosive proliferation of
serotype A1 bacteria that occurs within the bovine respiratory tract prior to the onset
of pneumonic disease. The identification of an invasion mechanism in serotype A1 M.
haemolytica but not serotype A2 M. haemolytica represents a significant step forward
in understanding why the former, and not the latter, is responsible for the majority of
disease outbreaks. Our findings suggest that serotype A1 strains possess previously
unrecognized virulence determinants associated with invasion that may represent
potential new vaccine and/or drug targets. Understanding the molecular basis of AEC
invasion may provide opportunities for the development of new and improved pre-
vention and treatment strategies that target early colonization of the bovine URT.
Finally, we have demonstrated that differentiated BBECs are excellent mimics of the
bovine respiratory epithelium and represent a realistic and potentially powerful in vitro
tool for studying the interactions of M. haemolytica and other BRD-associated patho-
gens with their bovine host. Thus, the BBEC infection model described here has broad
applications and significant potential for replacing or reducing the use of cattle in BRD
research.

MATERIALS AND METHODS
Bacterial strains and growth conditions. Two key M. haemolytica reference strains, PH2 and PH202,

were used in this study. Isolate PH2 is of serotype A1 and was isolated from the lungs of a confirmed case
of bovine pneumonic pasteurellosis, whereas isolate PH202 is of serotype A2 and was recovered from the
nasopharynx of a clinically healthy calf on a disease-free farm. The two isolates were characterized in
previous comparative studies of M. haemolytica (27, 28, 31, 101–103). The bacterial isolates were stored
at �80°C in 50% (vol/vol) glycerol– brain heart infusion broth (BHIB; Oxoid) and were subcultured on
brain heart infusion agar (Oxoid) containing 5% (vol/vol) defibrinated sheep’s blood (blood agar)
overnight at 37°C. Broth cultures were prepared by inoculation of 25-ml volumes of BHIB from overnight
growth on blood agar and incubation at 37°C and 120 rpm.

Isolation and culture of differentiated BBECs. Differentiated BBECs were prepared from primary
bronchial epithelial cells recovered from the lungs of freshly slaughtered, 24-to-30-month-old cattle as
described previously (58). Briefly, the lungs were transported to the laboratory on ice and the left and
right bronchi were dissected and sections incubated overnight at 4°C in digestion medium (DM).
Epithelial cells were recovered from the bronchial sections and resuspended in submerged growth
medium (SGM) at a cell density of 5.0 � 105 cells/ml. Volumes of cell suspension (10 ml) were seeded into
T75 tissue culture flasks and incubated at 37°C in a humidified atmosphere containing 5% CO2 and 14%
O2. The BBECs were grown until 80% to 90% confluent (�4 days), subjected to trypsinization, and
resuspended in SGM to a density of 5.0 � 105 cells/ml. Subsequently, 0.5 ml of the cell suspension was
seeded onto the apical surface of 12-mm-diameter, PET ThinCert membrane inserts of 0.4-�m pore
diameter and containing 1.0 � 108 pores per cm2 (Greiner; catalog no. 665640). The epithelial cells were
cultured at 37°C in a humidified atmosphere containing 5% CO2 and 14% O2 and were fed every 2 to
3 days. The TEER of the cultures was measured daily using an EVOM2 epithelial volt-ohm-meter (World
Precision Instruments, United Kingdom) according to the manufacturer’s instructions. When the TEER
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reached 200 	/cm2 or above (�2 days), the growth medium was replaced with a 50:50 mixture of SGM
and air-liquid interface (ALI) medium (containing 10 ng/ml epidermal growth factor and 100 nM retinoic
acid). When the TEER reached 500 	/cm2 (indicating successful barrier formation), an ALI was generated
(this represented day 0 post-ALI) and the cells were fed exclusively from the basal compartment with ALI
medium every 2 to 3 days until a well-differentiated epithelial layer was obtained (see Fig. S10 in the
supplemental material).

Infection of bovine bronchial epithelial cells. Differentiated BBEC cultures were infected on day 21
post-ALI (59). At 24 h prior to infection, the basal medium was removed, the apical and basal
compartments were washed twice with phosphate-buffered saline (PBS), and the basal compartment
was replenished with 1.0 ml of antibiotic-free ALI medium. On the day of infection, bacterial broth
cultures were grown to exponential phase (4 to 5 h), and the bacteria were harvested by centrifugation,
washed, and resuspended in PBS to a cell density of 1.0 � 109 CFU/ml. The apical surface of each BBEC
culture was washed with 0.5 ml PBS and inoculated with 25 �l of bacterial suspension (2.5 � 107

CFU/insertion), and the infected cultures were incubated at 37°C in a humidified atmosphere containing
5% CO2 and 14% O2. The BBEC cultures were assessed at 0.5, 2, 6, 12, 16, 20, 24, 48, 72, and 120 h p.i.

Quantification of bacterial adherence and colonization. Bacterial enumeration was performed at
each time point following infection by performing counts of viable cells. The ALI medium was removed
from the basal compartment, and the apical surface of each infected BBEC culture was washed three
times with 1 ml PBS to remove unattached bacteria. The volumes of washes were pooled, and the
number of viable bacteria present was determined as described below. The BBEC layer was disrupted by
the addition of 0.5 ml of 1% Triton X-100 –PBS to the apical surface for 10 min followed by mechanical
scraping and pipetting. Numbers of viable bacteria in both the apical washes and BBEC lysates were
quantified, in triplicate, using a method of bacterium counting described previously by Miles et al. (104).
Bacterial numbers were expressed as a percentage of the inoculum. In some experiments, intracellular
bacteria were enumerated using the gentamicin protection assay. Under those conditions, the apical
surface of the epithelial layer was incubated with 0.5 ml of gentamicin (200 �g/ml) for 1 h at 37°C prior
to disruption and counting performed as described above. Bacterial enumeration was performed in three
independent BBEC cultures at each time point and using cells from three different animals (n 
 9).

Histology and immunohistochemistry. Infected BBEC cultures representing each time point p.i.
were fixed, processed, and sectioned as previously described (58), and the sections were subjected to
either H&E staining or IHC staining. In the latter case, bacteria were identified by incubation for 30 min
with a 1:800 dilution of rabbit anti-OmpA antibody (103), application of an anti-rabbit horseradish
peroxidase (HRP)-labeled polymer, and visualization with a Real EnVision peroxidase/DAB� detection
system (Dako; catalog no. K3468); samples were subsequently counterstained with Gill’s hematoxylin.
Tissue sections were viewed with a Leica DM2000 light microscope.

Immunofluorescence microscopy. Infected BBEC cultures representing each time point p.i. were
fixed and processed for IFM as previously described (58). Tight-junction formation and cilia were
detected with anti-ZO-1 and anti-�-tubulin antibodies, respectively. Bacteria were detected with a 1:50
dilution of bovine anti-M. haemolytica whole-cell antibodies and visualized with goat anti-bovine-
fluorescein isothiocyanate (FITC) antibodies used at a dilution of 1:400 (Thermo Fisher; catalog no.
A18752). Standard IFM images were acquired with a Leica DMi8 microscope. Z-stack orthological
representation was performed on a Zeiss AxioObserver Z1 spinning-disk confocal microscope. Analysis
of captured images was performed using ImageJ software.

Scanning electron microscopy. Infected BBEC cultures representing each time point p.i. were fixed
and processed for SEM as previously described (58). The cultures were analyzed with a JEOL 6400
scanning electron microscope at 10 kV.

Transmission electron microscopy. Infected BBEC cultures representing selected time points p.i.
were fixed and processed for TEM as previously described (59). The cultures were analyzed on a FEI
Tecnai transmission electron microscope at 200 kV and images captured with a Gatan Multiscan 794
camera.

Proinflammatory cytokine/chemokine analysis. Production of IL-1�, IL-6, TNF-�, and CXCL8 (IL-8)
from both the apical and basal surfaces of infected and uninfected (PBS alone added to the apical
surface) BBEC cultures was assessed at each time point p.i. To measure cytokine/chemokine production
from the basal surface, 1 ml of medium was removed from the basolateral compartment and centrifuged
at 5,000 � g for 5 min, and the supernatant was immediately frozen at �80°C. To measure levels of
cytokine/chemokine production from the apical surface, 0.5 ml of antibiotic-free ALI medium was added
to the apical surface of each culture and the cultures were returned to the incubator for 30 min. The
medium was subsequently removed and centrifuged at 5,000 � g for 5 min, and the supernatant was
immediately frozen at �80°C. Cytokine/chemokine production was quantified using commercially
available enzyme-linked immunosorbent assay (ELISA) kits according to the instructions of the manu-
facturers as follows: IL-1�, bovine IL-1� ELISA reagent kit (Thermo Fisher; catalog no. ESS0027); IL-6,
bovine IL-6 ELISA reagent kit (Thermo Fisher; catalog no. ESS0029); CXCL8, bovine IL-8 ELISA develop-
ment kit (Mabtech; catalog no. 3114-1A-6); TNF-�, bovine TNF-� DuoSet ELISA development system (R&D
systems; catalog no. DY2279). Triplicate samples were measured for each insertion, and two individual
cultures were analyzed for each donor animal (n 
 6).

Data analysis. Unless otherwise stated, all experiments were independently performed three times
using epithelial cells derived from three individual donor animals and, for quantitative analysis, three
separate cultures from each donor animal were analyzed (n 
 9). Results are presented as means �
standard deviations. Data were statistically analyzed using one-way or two-way ANOVA for comparisons

Cozens et al. Infection and Immunity

June 2019 Volume 87 Issue 6 e00078-19 iai.asm.org 16

 on A
pril 24, 2020 by guest

http://iai.asm
.org/

D
ow

nloaded from
 

https://iai.asm.org
http://iai.asm.org/


of one or two independent variables, respectively. Significance was indicated by a P value of less than
0.05. Analyses were performed using GraphPad Prism (GraphPad Software Inc.).

SUPPLEMENTAL MATERIAL
Supplemental material for this article may be found at https://doi.org/10.1128/IAI

.00078-19.
SUPPLEMENTAL FILE 1, PDF file, 3.8 MB.

ACKNOWLEDGMENTS
This work was funded by the National Centre for the Replacement, Refinement and

Reduction of Animals in Research (NC/L000822/1).
We thank Margaret Mullin and Lynne Stevenson (both of the University of Glasgow)

for assistance with electron microscopy and histology, respectively.

REFERENCES
1. Griffin D, Chengappa MM, Kuszak J, McVey DS. 2010. Bacterial pathogens

of the bovine respiratory disease complex. Vet Clin North Am Food Anim
Pract 26:381–394. https://doi.org/10.1016/j.cvfa.2010.04.004.

2. Panciera RJ, Confer AW. 2010. Pathogenesis and pathology of bovine
pneumonia. Vet Clin North Am Food Anim Pract 26:191–214. https://
doi.org/10.1016/j.cvfa.2010.04.001.

3. Rice JA, Carrasco-Medina L, Hodgins DC, Shewen PE. 2007. Mannheimia
haemolytica and bovine respiratory disease. Anim Health Res Rev
8:117–128. https://doi.org/10.1017/S1466252307001375.

4. Crosby S, Credille B, Giguere S, Berghaus R. 2018. Comparative efficacy
of enrofloxacin to that of tulathromycin for the control of bovine
respiratory disease and prevalence of antimicrobial resistance in
Mannheimia haemolytica in calves at high risk of developing bovine
respiratory disease. J Anim Sci 96:1259 –1267. https://doi.org/10.1093/
jas/sky054.

5. Jeyaseelan S, Sreevatsan S, Maheswaran SK. 2002. Role of Mannheimia
haemolytica leukotoxin in the pathogenesis of bovine pneumonic pas-
teurellosis. Anim Health Res Rev 3:69 – 82. https://doi.org/10.1079/AHRR
200242.

6. Singh K, Ritchey JW, Confer AW. 2011. Mannheimia haemolytica:
bacterial-host interactions in bovine pneumonia. Vet Pathol 48:
338 –348. https://doi.org/10.1177/0300985810377182.

7. Desmolaize B, Rose S, Wilhelm C, Warrass R, Douthwaite S. 2011.
Combinations of macrolide resistance determinants in field isolates of
Mannheimia haemolytica and Pasteurella multocida. Antimicrob Agents
Chemother 55:4128 – 4133. https://doi.org/10.1128/AAC.00450-11.

8. Katsuda K, Kohmoto M, Mikami O, Uchida I. 2009. Antimicrobial resis-
tance and genetic characterization of fluoroquinolone-resistant
Mannheimia haemolytica isolates from cattle with bovine pneumonia.
Vet Microbiol 139:74 –79. https://doi.org/10.1016/j.vetmic.2009.04.020.

9. Klima CL, Alexander TW, Read RR, Gow SP, Booker CW, Hannon S,
Sheedy C, McAllister TA, Selinger LB. 2011. Genetic characterization and
antimicrobial susceptibility of Mannheimia haemolytica isolated from
the nasopharynx of feedlot cattle. Vet Microbiol 149:390 –398. https://
doi.org/10.1016/j.vetmic.2010.11.018.

10. Lubbers BV, Hanzlicek GA. 2013. Antimicrobial multidrug resistance
and coresistance patterns of Mannheimia haemolytica isolated from
bovine respiratory disease cases–a three-year (2009 –2011) retrospec-
tive analysis. J Vet Diagn Invest 25:413– 417. https://doi.org/10.1177/
1040638713485227.

11. Snyder E, Credille B, Berghaus R, Giguere S. 2017. Prevalence of multi drug
antimicrobial resistance in isolated from high-risk stocker cattle at arrival
and two weeks after processing. J Anim Sci 95:1124–1131. https://doi.org/
10.2527/jas.2016.1110.

12. Woolums AR, Karisch BB, Frye JG, Epperson W, Smith DR, Blanton J, Jr,
Austin F, Kaplan R, Hiott L, Woodley T, Gupta SK, Jackson CR, McClelland
M. 2018. Multidrug resistant Mannheimia haemolytica isolated from high-
risk beef stocker cattle after antimicrobial metaphylaxis and treatment for
bovine respiratory disease. Vet Microbiol 221:143–152. https://doi.org/10
.1016/j.vetmic.2018.06.005.

13. Briggs RE, Tabatabai LB, Tatum FM. 2012. Mucosal and parenteral
vaccination against pneumonic pasteurellosis in cattle with a modified-
live in-frame lktA deletion mutant of Mannheimia haemolytica. Microb
Pathog 52:302–309. https://doi.org/10.1016/j.micpath.2012.02.008.

14. Klima CL, Alexander TW, Hendrick S, McAllister TA. 2014. Characteriza-
tion of Mannheimia haemolytica isolated from feedlot cattle that were
healthy or treated for bovine respiratory disease. Can J Vet Res 78:
38 – 45.

15. Murray GM, O’Neill RG, More SJ, McElroy MC, Earley B, Cassidy JP. 2016.
Evolving views on bovine respiratory disease: an appraisal of selected
control measures—part 2. Vet J 217:78 – 82. https://doi.org/10.1016/j
.tvjl.2016.09.013.

16. Larson RL, Step DL. 2012. Evidence-based effectiveness of vaccination
against Mannheimia haemolytica, Pasteurella multocida, and Histophilus
somni in feedlot cattle for mitigating the incidence and effect of bovine
respiratory disease complex. Vet Clin North Am Food Anim Pract
28:97–106.e7. https://doi.org/10.1016/j.cvfa.2011.12.005.

17. Whiteley LO, Maheswaran SK, Weiss DJ, Ames TR, Kannan MS. 1992.
Pasteurella haemolytica A1 and bovine respiratory disease: pathogen-
esis. J Vet Intern Med 6:11–22. https://doi.org/10.1111/j.1939-1676
.1992.tb00980.x.

18. Angen O, Mutters R, Caugant DA, Olsen JE, Bisgaard M. 1999. Taxo-
nomic relationships of the [Pasteurella] haemolytica complex as evalu-
ated by DNA-DNA hybridizations and 16S rRNA sequencing with pro-
posal of Mannheimia haemolytica gen. nov., comb. nov., Mannheimia
granulomatis comb. nov., Mannheimia glucosida sp. nov., Mannheimia
ruminalis sp. nov. and Mannheimia varigena sp. nov. Int J Syst Bacteriol
49:67– 86. https://doi.org/10.1099/00207713-49-1-67.

19. Gonzalez CT, Maheswaran SK. 1993. The role of induced virulence
factors produced by Pasteurella haemolytica in the pathogenesis of
bovine pneumonic pasteurellosis: review and hypotheses. Br Vet J
149:183–193. https://doi.org/10.1016/S0007-1935(05)80088-0.

20. Grey CL, Thomson RG. 1971. Pasteurella haemolytica in the tracheal air
of calves. Can J Comp Med 35:121–128.

21. Jericho KW, Lejeune A, Tiffin GB. 1986. Bovine herpesvirus-1 and Pas-
teurella haemolytica aerobiology in experimentally infected calves. Am
J Vet Res 47:205–209.

22. Ackermann MR, Brogden KA. 2000. Response of the ruminant respira-
tory tract to Mannheimia (Pasteurella) haemolytica. Microbes Infect
2:1079 –1088. https://doi.org/10.1016/S1286-4579(00)01262-4.

23. Malazdrewich C, Ames TR, Abrahamsen MS, Maheswaran SK. 2001.
Pulmonary expression of tumor necrosis factor alpha, interleukin-1
beta, and interleukin-8 in the acute phase of bovine pneumonic pas-
teurellosis. Vet Pathol 38:297–310. https://doi.org/10.1354/vp.38-3-297.

24. Zecchinon L, Fett T, Desmecht D. 2005. How Mannheimia haemolytica
defeats host defence through a kiss of death mechanism. Vet Res
36:133–156. https://doi.org/10.1051/vetres:2004065.

25. Ayalew S, Blackwood ER, Confer AW. 2006. Sequence diversity of the
immunogenic outer membrane lipoprotein PlpE from Mannheimia hae-
molytica serotypes 1, 2, and 6. Vet Microbiol 114:260 –268. https://doi
.org/10.1016/j.vetmic.2005.11.067.

26. Davies RL, Donachie W. 1996. Intra-specific diversity and host specificity
within Pasteurella haemolytica based on variation of capsular polysac-
charide, lipopolysaccharide and outer-membrane proteins. Microbiol-
ogy 142:1895–1907. https://doi.org/10.1099/13500872-142-7-1895.

27. Davies RL, Lee I. 2004. Sequence diversity and molecular evolution of
the heat-modifiable outer membrane protein gene (ompA) of
Mannheimia (Pasteurella) haemolytica, Mannheimia glucosida, and Pas-

Mannheimia haemolytica Invasion of Epithelial Cells Infection and Immunity

June 2019 Volume 87 Issue 6 e00078-19 iai.asm.org 17

 on A
pril 24, 2020 by guest

http://iai.asm
.org/

D
ow

nloaded from
 

https://doi.org/10.1128/IAI.00078-19
https://doi.org/10.1128/IAI.00078-19
https://doi.org/10.1016/j.cvfa.2010.04.004
https://doi.org/10.1016/j.cvfa.2010.04.001
https://doi.org/10.1016/j.cvfa.2010.04.001
https://doi.org/10.1017/S1466252307001375
https://doi.org/10.1093/jas/sky054
https://doi.org/10.1093/jas/sky054
https://doi.org/10.1079/AHRR200242
https://doi.org/10.1079/AHRR200242
https://doi.org/10.1177/0300985810377182
https://doi.org/10.1128/AAC.00450-11
https://doi.org/10.1016/j.vetmic.2009.04.020
https://doi.org/10.1016/j.vetmic.2010.11.018
https://doi.org/10.1016/j.vetmic.2010.11.018
https://doi.org/10.1177/1040638713485227
https://doi.org/10.1177/1040638713485227
https://doi.org/10.2527/jas.2016.1110
https://doi.org/10.2527/jas.2016.1110
https://doi.org/10.1016/j.vetmic.2018.06.005
https://doi.org/10.1016/j.vetmic.2018.06.005
https://doi.org/10.1016/j.micpath.2012.02.008
https://doi.org/10.1016/j.tvjl.2016.09.013
https://doi.org/10.1016/j.tvjl.2016.09.013
https://doi.org/10.1016/j.cvfa.2011.12.005
https://doi.org/10.1111/j.1939-1676.1992.tb00980.x
https://doi.org/10.1111/j.1939-1676.1992.tb00980.x
https://doi.org/10.1099/00207713-49-1-67
https://doi.org/10.1016/S0007-1935(05)80088-0
https://doi.org/10.1016/S1286-4579(00)01262-4
https://doi.org/10.1354/vp.38-3-297
https://doi.org/10.1051/vetres:2004065
https://doi.org/10.1016/j.vetmic.2005.11.067
https://doi.org/10.1016/j.vetmic.2005.11.067
https://doi.org/10.1099/13500872-142-7-1895
https://iai.asm.org
http://iai.asm.org/


teurella trehalosi. J Bacteriol 186:5741–5752. https://doi.org/10.1128/JB
.186.17.5741-5752.2004.

28. Davies RL, Whittam TS, Selander RK. 2001. Sequence diversity and
molecular evolution of the leukotoxin (lktA) gene in bovine and ovine
strains of Mannheimia (Pasteurella) haemolytica. J Bacteriol 183:
1394 –1404. https://doi.org/10.1128/JB.183.4.1394-1404.2001.

29. Klima CL, Cook SR, Zaheer R, Laing C, Gannon VP, Xu Y, Rasmussen J,
Potter A, Hendrick S, Alexander TW, McAllister TA. 2016. Comparative
genomic analysis of Mannheimia haemolytica from bovine sources.
PLoS One 11:e0149520. https://doi.org/10.1371/journal.pone.0149520.

30. Lacroix RP, Duncan JR, Jenkins RP, Leitch RA, Perry JA, Richards JC.
1993. Structural and serological specificities of Pasteurella haemolytica
lipopolysaccharides. Infect Immun 61:170 –181.

31. Lee I, Davies RL. 2011. Evidence for a common gene pool and frequent
recombinational exchange of the tbpBA operon in Mannheimia haemo-
lytica, Mannheimia glucosida and Bibersteinia trehalosi. Microbiology
157:123–135. https://doi.org/10.1099/mic.0.041236-0.

32. Ganesan S, Comstock AT, Sajjan US. 2013. Barrier function of airway
tract epithelium. Tissue Barriers 1:e24997. https://doi.org/10.4161/tisb
.24997.

33. Tam A, Wadsworth S, Dorscheid D, Man SF, Sin DD. 2011. The airway
epithelium: more than just a structural barrier. Ther Adv Respir Dis
5:255–273. https://doi.org/10.1177/1753465810396539.

34. N’Jai AU, Rivera J, Atapattu DN, Owusu-Ofori K, Czuprynski CJ. 2013.
Gene expression profiling of bovine bronchial epithelial cells ex-
posed in vitro to bovine herpesvirus 1 and Mannheimia haemolytica.
Vet Immunol Immunopathol 155:182–189. https://doi.org/10.1016/j
.vetimm.2013.06.012.

35. Rivera-Rivas JJ, Kisiela D, Czuprynski CJ. 2009. Bovine herpesvirus type
1 infection of bovine bronchial epithelial cells increases neutrophil
adhesion and activation. Vet Immunol Immunopathol 131:167–176.
https://doi.org/10.1016/j.vetimm.2009.04.002.

36. Boukahil I, Czuprynski CJ. 2016. Mannheimia haemolytica biofilm for-
mation on bovine respiratory epithelial cells. Vet Microbiol 197:
129 –136. https://doi.org/10.1016/j.vetmic.2016.11.012.

37. Clarke JM, Morton RJ. 2000. Development of an in vitro fluorometric
assay to study adherence of Pasteurella haemolytica to bovine cells. Am
J Vet Res 61:129 –132. https://doi.org/10.2460/ajvr.2000.61.129.

38. Kisiela DI, Czuprynski CJ. 2009. Identification of Mannheimia haemo-
lytica adhesins involved in binding to bovine bronchial epithelial cells.
Infect Immun 77:446 – 455. https://doi.org/10.1128/IAI.00312-08.

39. Abraham G, Zizzadoro C, Kacza J, Ellenberger C, Abs V, Franke J, Schoon
HA, Seeger J, Tesfaigzi Y, Ungemach FR. 2011. Growth and differenti-
ation of primary and passaged equine bronchial epithelial cells under
conventional and air-liquid-interface culture conditions. BMC Vet Res
7:26. https://doi.org/10.1186/1746-6148-7-26.

40. Balder R, Krunkosky TM, Nguyen CQ, Feezel L, Lafontaine ER. 2009.
Hag mediates adherence of Moraxella catarrhalis to ciliated human
airway cells. Infect Immun 77:4597– 4608. https://doi.org/10.1128/
IAI.00212-09.

41. Bateman AC, Karasin AI, Olsen CW. 2013. Differentiated swine airway
epithelial cell cultures for the investigation of influenza A virus infec-
tion and replication. Influenza Other Respir Viruses 7:139 –150. https://
doi.org/10.1111/j.1750-2659.2012.00371.x.

42. Bucior I, Pielage JF, Engel JN. 2012. Pseudomonas aeruginosa pili and
flagella mediate distinct binding and signaling events at the apical and
basolateral surface of airway epithelium. PLoS Pathog 8:e1002616.
https://doi.org/10.1371/journal.ppat.1002616.

43. Garcia-Medina R, Dunne WM, Singh PK, Brody SL. 2005. Pseudomonas
aeruginosa acquires biofilm-like properties within airway epithelial
cells. Infect Immun 73:8298 – 8305. https://doi.org/10.1128/IAI.73.12
.8298-8305.2005.

44. Goris K, Uhlenbruck S, Schwegmann-Wessels C, Kohl W, Niedorf F, Stern
M, Hewicker-Trautwein M, Bals R, Taylor G, Braun A, Bicker G, Kietzmann
M, Herrler G. 2009. Differential sensitivity of differentiated epithelial
cells to respiratory viruses reveals different viral strategies of host
infection. J Virol 83:1962–1968. https://doi.org/10.1128/JVI.01271-08.

45. Halldorsson S, Gudjonsson T, Gottfredsson M, Singh PK, Gudmundsson
GH, Baldursson O. 2010. Azithromycin maintains airway epithelial in-
tegrity during Pseudomonas aeruginosa infection. Am J Respir Cell Mol
Biol 42:62– 68. https://doi.org/10.1165/rcmb.2008-0357OC.

46. Ketterer MR, Shao JQ, Hornick DB, Buscher B, Bandi VK, Apicella MA.
1999. Infection of primary human bronchial epithelial cells by Haemo-

philus influenzae: macropinocytosis as a mechanism of airway epithelial
cell entry. Infect Immun 67:4161– 4170.

47. Kirchhoff J, Uhlenbruck S, Goris K, Keil GM, Herrler G. 2014. Three
viruses of the bovine respiratory disease complex apply different strat-
egies to initiate infection. Vet Res 45:20. https://doi.org/10.1186/1297
-9716-45-20.

48. Krunkosky TM, Jordan JL, Chambers E, Krause DC. 2007. Mycoplasma
pneumoniae host-pathogen studies in an air-liquid culture of differen-
tiated human airway epithelial cells. Microb Pathog 42:98 –103. https://
doi.org/10.1016/j.micpath.2006.11.003.

49. Lam E, Ramke M, Groos S, Warnecke G, Heim A. 2011. A differentiated
porcine bronchial epithelial cell culture model for studying human
adenovirus tropism and virulence. J Virol Methods 178:117–123.
https://doi.org/10.1016/j.jviromet.2011.08.025.

50. Palermo LM, Porotto M, Yokoyama CC, Palmer SG, Mungall BA, Green-
gard O, Niewiesk S, Moscona A. 2009. Human parainfluenza virus
infection of the airway epithelium: viral hemagglutinin-neuraminidase
regulates fusion protein activation and modulates infectivity. J Virol
83:6900 – 6908. https://doi.org/10.1128/JVI.00475-09.

51. Prince OA, Krunkosky TM, Krause DC. 2014. In vitro spatial and
temporal analysis of Mycoplasma pneumoniae colonization of hu-
man airway epithelium. Infect Immun 82:579 –586. https://doi.org/
10.1128/IAI.01036-13.

52. Prince OA, Krunkosky TM, Sheppard ES, Krause DC. 2018. Modelling
persistent Mycoplasma pneumoniae infection of human airway epithe-
lium. Cell Microbiol 82(3). https://doi.org/10.1111/cmi.12810.

53. Ren D, Nelson KL, Uchakin PN, Smith AL, Gu XX, Daines DA. 2012.
Characterization of extended co-culture of non-typeable Haemophilus
influenzae with primary human respiratory tissues. Exp Biol Med (May-
wood) 237:540 –547. https://doi.org/10.1258/ebm.2012.011377.

54. Schwab UE, Fulcher ML, Randell SH, Flaminio MJ, Russell DG. 2010.
Equine bronchial epithelial cells differentiate into ciliated and mucus
producing cells in vitro. In Vitro Cell Dev Biol Anim 46:102–106. https://
doi.org/10.1007/s11626-009-9258-6.

55. Sutherland TC, Quattroni P, Exley RM, Tang CM. 2010. Transcellular pas-
sage of Neisseria meningitidis across a polarized respiratory epithelium.
Infect Immun 78:3832–3847. https://doi.org/10.1128/IAI.01377-09.

56. van Schilfgaarde M, van Alphen L, Eijk P, Everts V, Dankert J. 1995.
Paracytosis of Haemophilus influenzae through cell layers of NCI-H292
lung epithelial cells. Infect Immun 63:4729 – 4737.

57. Villenave R, Thavagnanam S, Sarlang S, Parker J, Douglas I, Skibinski G,
Heaney LG, McKaigue JP, Coyle PV, Shields MD, Power UF. 2012. In vitro
modeling of respiratory syncytial virus infection of pediatric bronchial
epithelium, the primary target of infection in vivo. Proc Natl Acad Sci
U S A 109:5040 –5045. https://doi.org/10.1073/pnas.1110203109.

58. Cozens D, Grahame E, Sutherland E, Taylor G, Berry CC, Davies RL. 2018.
Development and optimization of a differentiated airway epithelial cell
model of the bovine respiratory tract. Sci Rep 8:853. https://doi.org/10
.1038/s41598-017-19079-y.

59. Cozens D, Sutherland E, Marchesi F, Taylor G, Berry CC, Davies RL. 2018.
Temporal differentiation of bovine airway epithelial cells grown at an
air-liquid interface. Sci Rep 8:14893. https://doi.org/10.1038/s41598
-018-33180-w.

60. Barrile R, Kasendra M, Rossi-Paccani S, Merola M, Pizza M, Baldari C,
Soriani M, Aricò B. 2015. Neisseria meningitidis subverts the polarized
organization and intracellular trafficking of host cells to cross the
epithelial barrier. Cell Microbiol 17:1365–1375. https://doi.org/10.1111/
cmi.12439.

61. Slevogt H, Seybold J, Tiwari KN, Hocke AC, Jonatat C, Dietel S, Hippen-
stiel S, Singer BB, Bachmann S, Suttorp N, Opitz B. 2007. Moraxella
catarrhalis is internalized in respiratory epithelial cells by a trigger-like
mechanism and initiates a TLR2- and partly NOD1-dependent inflam-
matory immune response. Cell Microbiol 9:694 –707. https://doi.org/10
.1111/j.1462-5822.2006.00821.x.

62. Spaniol V, Heiniger N, Troller R, Aebi C. 2008. Outer membrane protein
UspA1 and lipooligosaccharide are involved in invasion of human
epithelial cells by Moraxella catarrhalis. Microbes Infect 10:3–11. https://
doi.org/10.1016/j.micinf.2007.09.014.

63. van Schilfgaarde M, van Ulsen P, van Der Steeg W, Winter V, Eijk P,
Everts V, Dankert J, van Alphen L. 2000. Cloning of genes of nontype-
able Haemophilus influenzae involved in penetration between human
lung epithelial cells. Infect Immun 68:4616 – 4623. https://doi.org/10
.1128/IAI.68.8.4616-4623.2000.

64. Balkovetz DF, Katz J. 2003. Bacterial invasion by a paracellular route:

Cozens et al. Infection and Immunity

June 2019 Volume 87 Issue 6 e00078-19 iai.asm.org 18

 on A
pril 24, 2020 by guest

http://iai.asm
.org/

D
ow

nloaded from
 

https://doi.org/10.1128/JB.186.17.5741-5752.2004
https://doi.org/10.1128/JB.186.17.5741-5752.2004
https://doi.org/10.1128/JB.183.4.1394-1404.2001
https://doi.org/10.1371/journal.pone.0149520
https://doi.org/10.1099/mic.0.041236-0
https://doi.org/10.4161/tisb.24997
https://doi.org/10.4161/tisb.24997
https://doi.org/10.1177/1753465810396539
https://doi.org/10.1016/j.vetimm.2013.06.012
https://doi.org/10.1016/j.vetimm.2013.06.012
https://doi.org/10.1016/j.vetimm.2009.04.002
https://doi.org/10.1016/j.vetmic.2016.11.012
https://doi.org/10.2460/ajvr.2000.61.129
https://doi.org/10.1128/IAI.00312-08
https://doi.org/10.1186/1746-6148-7-26
https://doi.org/10.1128/IAI.00212-09
https://doi.org/10.1128/IAI.00212-09
https://doi.org/10.1111/j.1750-2659.2012.00371.x
https://doi.org/10.1111/j.1750-2659.2012.00371.x
https://doi.org/10.1371/journal.ppat.1002616
https://doi.org/10.1128/IAI.73.12.8298-8305.2005
https://doi.org/10.1128/IAI.73.12.8298-8305.2005
https://doi.org/10.1128/JVI.01271-08
https://doi.org/10.1165/rcmb.2008-0357OC
https://doi.org/10.1186/1297-9716-45-20
https://doi.org/10.1186/1297-9716-45-20
https://doi.org/10.1016/j.micpath.2006.11.003
https://doi.org/10.1016/j.micpath.2006.11.003
https://doi.org/10.1016/j.jviromet.2011.08.025
https://doi.org/10.1128/JVI.00475-09
https://doi.org/10.1128/IAI.01036-13
https://doi.org/10.1128/IAI.01036-13
https://doi.org/10.1111/cmi.12810
https://doi.org/10.1258/ebm.2012.011377
https://doi.org/10.1007/s11626-009-9258-6
https://doi.org/10.1007/s11626-009-9258-6
https://doi.org/10.1128/IAI.01377-09
https://doi.org/10.1073/pnas.1110203109
https://doi.org/10.1038/s41598-017-19079-y
https://doi.org/10.1038/s41598-017-19079-y
https://doi.org/10.1038/s41598-018-33180-w
https://doi.org/10.1038/s41598-018-33180-w
https://doi.org/10.1111/cmi.12439
https://doi.org/10.1111/cmi.12439
https://doi.org/10.1111/j.1462-5822.2006.00821.x
https://doi.org/10.1111/j.1462-5822.2006.00821.x
https://doi.org/10.1016/j.micinf.2007.09.014
https://doi.org/10.1016/j.micinf.2007.09.014
https://doi.org/10.1128/IAI.68.8.4616-4623.2000
https://doi.org/10.1128/IAI.68.8.4616-4623.2000
https://iai.asm.org
http://iai.asm.org/


divide and conquer. Microbes Infect 5:613– 619. https://doi.org/10
.1016/S1286-4579(03)00089-3.

65. Guttman JA, Finlay BB. 2009. Tight junctions as targets of infectious
agents. Biochim Biophys Acta 1788:832– 841. https://doi.org/10.1016/j
.bbamem.2008.10.028.

66. Hasan S, Kulkarni NN, Asbjarnarson A, Linhartova I, Osicka R, Sebo P,
Gudmundsson GH. 20 February 2018, posting date. Bordetella pertussis
adenylate cyclase toxin disrupts functional integrity of bronchial epi-
thelial layers. Infect Immun https://doi.org/10.1128/IAI.00445-17.

67. Kim JY, Sajjan US, Krasan GP, LiPuma JJ. 2005. Disruption of tight
junctions during traversal of the respiratory epithelium by Burkholderia
cenocepacia. Infect Immun 73:7107–7112. https://doi.org/10.1128/IAI
.73.11.7107-7112.2005.

68. Grumbach Y, Quynh NV, Chiron R, Urbach V. 2009. LXA4 stimulates
ZO-1 expression and transepithelial electrical resistance in human air-
way epithelial (16HBE14o-) cells. Am J Physiol Lung Cell Mol Physiol
296:L101–L108. https://doi.org/10.1152/ajplung.00018.2008.

69. Higgins G, Fustero Torre C, Tyrrell J, McNally P, Harvey BJ, Urbach V.
2016. Lipoxin A4 prevents tight junction disruption and delays the
colonization of cystic fibrosis bronchial epithelial cells by Pseudomonas
aeruginosa. Am J Physiol Lung Cell Mol Physiol 310:L1053–L1061.
https://doi.org/10.1152/ajplung.00368.2015.

70. Sousa S, Lecuit M, Cossart P. 2005. Microbial strategies to target, cross
or disrupt epithelia. Curr Opin Cell Biol 17:489 – 498. https://doi.org/10
.1016/j.ceb.2005.08.013.

71. Clarke JM, Morton RJ, Clarke CR, Fulton RW, Saliki JT. 2001. Develop-
ment of an ex vivo model to study adherence of Mannheimia haemo-
lytica serovar 1 to mucosal tissues of the respiratory tract of cattle. Am
J Vet Res 62:805– 811. https://doi.org/10.2460/ajvr.2001.62.805.

72. Franklin AL, Todd T, Gurman G, Black D, Mankinen-Irvin PM, Irvin RT.
1987. Adherence of Pseudomonas aeruginosa to cilia of human tracheal
epithelial cells. Infect Immun 55:1523–1525.

73. Tuomanen E, Towbin H, Rosenfelder G, Braun D, Larson G, Hansson GC, Hill
R. 1988. Receptor analogs and monoclonal antibodies that inhibit adher-
ence of Bordetella pertussis to human ciliated respiratory epithelial cells. J
Exp Med 168:267–277. https://doi.org/10.1084/jem.168.1.267.

74. Clementi CF, Hakansson AP, Murphy TF. 2014. Internalization and
trafficking of nontypeable Haemophilus influenzae in human respi-
ratory epithelial cells and roles of IgA1 proteases for optimal inva-
sion and persistence. Infect Immun 82:433– 444. https://doi.org/10
.1128/IAI.00864-13.

75. Clementi CF, Murphy TF. 2011. Non-typeable Haemophilus influenzae
invasion and persistence in the human respiratory tract. Front Cell
Infect Microbiol 1:1. https://doi.org/10.3389/fcimb.2011.00001.

76. St Geme JW, III, Falkow S. 1990. Haemophilus influenzae adheres to and
enters cultured human epithelial cells. Infect Immun 58:4036 – 4044.

77. Evans SE, Xu Y, Tuvim MJ, Dickey BF. 2010. Inducible innate resistance
of lung epithelium to infection. Annu Rev Physiol 72:413– 435. https://
doi.org/10.1146/annurev-physiol-021909-135909.

78. Edwards VL, Wang LC, Dawson V, Stein DC, Song W. 2013. Neisseria
gonorrhoeae breaches the apical junction of polarized epithelial cells
for transmigration by activating EGFR. Cell Microbiol 15:1042–1057.
https://doi.org/10.1111/cmi.12099.

79. Katz J, Sambandam V, Wu JH, Michalek SM, Balkovetz DF. 2000. Char-
acterization of Porphyromonas gingivalis-induced degradation of epi-
thelial cell junctional complexes. Infect Immun 68:1441–1449. https://
doi.org/10.1128/IAI.68.3.1441-1449.2000.

80. van Schilfgaarde M, Eijk P, Regelink A, van Ulsen P, Everts V, Dankert J,
van Alphen L. 1999. Haemophilus influenzae localized in epithelial cell
layers is shielded from antibiotics and antibody-mediated bactericidal
activity. Microb Pathog 26:249 –262. https://doi.org/10.1006/mpat.1998
.0269.

81. Ahren IL, Williams DL, Rice PJ, Forsgren A, Riesbeck K. 2001. The
importance of a beta-glucan receptor in the nonopsonic entry of
nontypeable Haemophilus influenzae into human monocytic and
epithelial cells. J Infect Dis 184:150 –158. https://doi.org/10.1086/
322016.

82. Swords WE, Buscher BA, Ver Steeg Ii K, Preston A, Nichols WA, Weiser
JN, Gibson BW, Apicella MA. 2000. Non-typeable Haemophilus influen-
zae adhere to and invade human bronchial epithelial cells via an
interaction of lipooligosaccharide with the PAF receptor. Mol Microbiol
37:13–27. https://doi.org/10.1046/j.1365-2958.2000.01952.x.

83. Swords WE, Ketterer MR, Shao J, Campbell CA, Weiser JN, Apicella MA.
2001. Binding of the non-typeable Haemophilus influenzae lipooligo-

saccharide to the PAF receptor initiates host cell signalling. Cell Micro-
biol 3:525–536. https://doi.org/10.1046/j.1462-5822.2001.00132.x.

84. Nikitas G, Deschamps C, Disson O, Niault T, Cossart P, Lecuit M. 2011.
Transcytosis of Listeria monocytogenes across the intestinal barrier
upon specific targeting of goblet cell accessible E-cadherin. J Exp Med
208:2263–2277. https://doi.org/10.1084/jem.20110560.

85. Raffel FK, Szelestey BR, Beatty WL, Mason KM. 2013. The Haemophilus
influenzae Sap transporter mediates bacterium-epithelial cell homeo-
stasis. Infect Immun 81:43–54. https://doi.org/10.1128/IAI.00942-12.

86. Frank GH. 1989. Pasteurellosis of cattle, p 197–222. In Adlam CF, Rutter
JM (ed), Pasteurella and pasteurellosis. Academic Press, London, United
Kingdom.

87. Yates WD. 1982. A review of infectious bovine rhinotracheitis, shipping
fever pneumonia and viral-bacterial synergism in respiratory disease of
cattle. Can J Comp Med 46:225–263.

88. Burciaga-Robles LO, Krehbiel CR, Step DL, Holland BP, Richards CJ,
Montelongo MA, Confer AW, Fulton RW. 2010. Effects of exposure to
calves persistently infected with bovine viral diarrhea virus type 1b and
Mannheimia haemolytica challenge on animal performance, nitrogen
balance, and visceral organ mass in beef steers. J Anim Sci 88:
2179 –2188. https://doi.org/10.2527/jas.2009-2006.

89. Confer AW, Ayalew S, Panciera RJ, Montelongo M, Whitworth LC,
Hammer JD. 2003. Immunogenicity of recombinant Mannheimia hae-
molytica serotype 1 outer membrane protein PlpE and augmentation of
a commercial vaccine. Vaccine 21:2821–2829. https://doi.org/10.1016/S0264
-410X(03)00213-5.

90. Confer AW, Ayalew S, Panciera RJ, Montelongo M, Wray JH. 2006.
Recombinant Mannheimia haemolytica serotype 1 outer membrane
protein PlpE enhances commercial M. haemolytica vaccine-induced
resistance against serotype 6 challenge. Vaccine 24:2248 –2255. https://
doi.org/10.1016/j.vaccine.2005.11.036.

91. Crouch CF, LaFleur R, Ramage C, Reddick D, Murray J, Donachie W, Francis
MJ. 2012. Cross protection of a Mannheimia haemolytica A1 Lkt-/
Pasteurella multocida DeltahyaE bovine respiratory disease vaccine against
experimental challenge with Mannheimia haemolytica A6 in calves. Vac-
cine 30:2320–2328. https://doi.org/10.1016/j.vaccine.2012.01.063.

92. Forbes AB, Ramage C, Sales J, Baggott D, Donachie W. 2011. Determi-
nation of the duration of antibacterial efficacy following administration
of gamithromycin using a bovine Mannheimia haemolytica challenge
model. Antimicrob Agents Chemother 55:831– 835. https://doi.org/10
.1128/AAC.00552-10.

93. Gallo RL, Nizet V. 2008. Innate barriers against infection and associated
disorders. Drug Discov Today Dis Mech 5:145–152. https://doi.org/10
.1016/j.ddmec.2008.04.009.

94. Berghuis L, Abdelaziz KT, Bierworth J, Wyer L, Jacob G, Karrow NA,
Sharif S, Clark ME, Caswell JL. 2014. Comparison of innate immune
agonists for induction of tracheal antimicrobial peptide gene expres-
sion in tracheal epithelial cells of cattle. Vet Res 45:105. https://doi.org/
10.1186/PREACCEPT-1030643370127620.

95. Mitchell GB, Al-Haddawi MH, Clark ME, Beveridge JD, Caswell JL. 2007.
Effect of corticosteroids and neuropeptides on the expression of de-
fensins in bovine tracheal epithelial cells. Infect Immun 75:1325–1334.
https://doi.org/10.1128/IAI.00686-06.

96. Taha-Abdelaziz K, Perez-Casal J, Schott C, Hsiao J, Attah-Poku S,
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