
s 

 
 

 

Zhang, Z., Staessen, J. A., Thijs, L., Gu, Y., Liu, Y., Jacobs, L., Koeck, T., 
Zürbig, P., Mischak, H., and Kuznetsova, T. (2014) Left ventricular 
diastolic function in relation to the urinary proteome: a proof-of-concept 
study in a general population. International Journal of Cardiology, 176(1), 
pp. 158-165. 

 

Copyright © 2014 The Authors 

This work is made available under the Creative Commons Attribution-
NonCommercial-NoDerivatives 3.0 License (CC BY-NC-ND 3.0)  

 

 

 

 

Version: Published 
 
 
 
http://eprints.gla.ac.uk/105299 
 
 
 
Deposited on:  22 April 2015 
 
 
 
 
 
 
 
 
 
 
 
 
 

Enlighten – Research publications by members of the University of Glasgow 
http://eprints.gla.ac.uk 

http://eprints.gla.ac.uk/105299
http://eprints.gla.ac.uk/
http://eprints.gla.ac.uk/


International Journal of Cardiology 176 (2014) 158–165

Contents lists available at ScienceDirect

International Journal of Cardiology

j ourna l homepage: www.e lsev ie r .com/ locate / i j ca rd
Left ventricular diastolic function in relation to the urinary proteome: A
proof-of-concept study in a general population
Zhenyu Zhang a, Jan A. Staessen a,b,⁎, Lutgarde Thijs a, Yumei Gu a, Yanping Liu a, Lotte Jacobs a, Thomas Koeck c,
Petra Zürbig c, Harald Mischak c,d, Tatiana Kuznetsova a

a Studies Coordinating Centre, Research Unit Hypertension and Cardiovascular Epidemiology, KU Leuven Department of Cardiovascular Diseases, University of Leuven, Leuven, Belgium
b Department of Epidemiology, Maastricht University, Maastricht, Netherlands
c Mosaiques Diagnostic and Therapeutics AG, Hannover, Germany
d BHF Glasgow Cardiovascular Research Centre, University of Glasgow, United Kingdom
⁎ Corresponding author at: Studies Coordinating Cent
and Cardiovascular Epidemiology, KU Leuven Departme
University of Leuven, Campus Sint Rafaël, Kapucijnen
Leuven, Belgium. Tel.: +32 16 34 7104(office), +32 47 6
34 7106(office).

E-mail addresses: jan.staessen@med.kuleuven.be, ja.st
(J.A. Staessen).

http://dx.doi.org/10.1016/j.ijcard.2014.07.014
0167-5273/© 2014 The Authors. Published by Elsevier Ir
3.0/).
a b s t r a c t
a r t i c l e i n f o
Article history:

Received 2 April 2014
Received in revised form 6 May 2014
Accepted 5 July 2014
Available online 12 July 2014

Keywords:
Diastolic dysfunction
Urinary proteomics
Population science

Background: In previous studies, we identified two urinary proteomic classifiers, termed HF1 and HF2, which
discriminated subclinical diastolic left ventricular (LV) dysfunction from normal. HF1 and HF2 combine informa-
tion from 85 and 671 urinary peptides, mainly up- or down-regulated collagen fragments.We sought to validate
these classifiers in a population study.
Methods: In 745 people randomly recruited from a Flemish population (49.8 years; 51.3%women), wemeasured
early and late diastolic peak velocities of mitral inflow (E and A) and mitral annular velocities (e' and a') by
conventional and tissue Doppler echocardiography, and the urinary proteome by capillary electrophoresis
coupled with mass spectrometry.
Results: In the analyses adjusted for sex, age, bodymass index, blood pressure, heart rate, LVmass index and intake

ofmedications, we expressed effect sizes per 1-SD increment in the classifiers. HF1was associatedwith 0.204 cm/s
lower e' peak velocity (95% confidence interval, 0.057–0.351; p= 0.007) and 0.145 higher E/e' ratio (0.023–0.268;
p = 0.020), while HF2 was associated with a 0.174 higher E/e' ratio (0.046–0.302; p = 0.008). According to
published definitions, 67 (9.0%) participants had impaired LV relaxation and 96 (12.9%) had elevated LV filling
pressure. The odds of impaired relaxation associated with HF1 was 1.38 (1.01–1.88; p = 0.043) and that of
increased LV filling pressure associated with HF2 was 1.38 (1.00–1.90; p= 0.052).
Conclusions: In a general population, the urinary proteome correlated with diastolic LV dysfunction, proving its
utility for early diagnosis of this condition.
© 2014 The Authors. Published by Elsevier Ireland Ltd. This is an open access article under the CC BY-NC-ND

license (http://creativecommons.org/licenses/by-nc-nd/3.0/).
1. Introduction

Recent guidelines [1,2] describe heart failure (HF) as a complex clin-
ical syndrome that results from any structural or functional impairment
of ventricularfilling or ejection of blood. HFmay result fromdisorders of
the pericardium, myocardium, endocardium, heart valves, or great
vessels or from certain metabolic abnormalities, but most HF patients
have symptoms due to impaired left ventricular (LV) myocardial func-
tion with or without preserved ejection fraction. Impaired LV function
evolves from asymptomatic changes in cardiac structure (e.g. LV hyper-
trophy) and function (e.g. impaired relaxation) into clinically overt HF,
re, Research Unit Hypertension
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disability and death. The 5-year mortality rate of symptomatic HF is ap-
proximately 60% [3]. Diastolic HF is characterised by slow LV relaxation,
increased LV stiffness, increased interstitial deposition of collagen, and
modified extracellular matrix proteins [4]. Diastolic HF accounts for
40–50% of all HF cases and has a prognosis as ominous as systolic HF
[4]. In randomly recruited European population samples, the frequency
of asymptomatic echocardiographically diagnosed diastolic LV dysfunc-
tion (early stage) is as high as 27% [5,6]. This constitutes a large pool of
subjects at high risk of diastolic HF.

The pathogenesis underlying diastolic LV dysfunction might rest on
atherosclerosis of the large epicardial or intramural coronary arteries
[7,8]. More recently experts in the field advanced the hypothesis that en-
dothelial dysfunction in the coronary microcirculation and a systemic
pro-inflammatory state favour the development of LV hypertrophy, stiff-
ening of cardiomyocytes and interstitialmyocardialfibrosis [9,10].What-
ever the underlying mechanism, modification in the extracellular
myocardial matrix and collagen turnover are hallmarks of diastolic LV
dysfunction. In line with this concept, we identified in a preliminary
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case–control study 85 urinary peptides, mainly up- or down-regulated
collagen fragments, that discriminated between19hypertensive patients
with asymptomatic diastolic LV dysfunction and 19 controls [11]. With
adjustments applied for multiple testing three urinary peptide bio-
markers remained significant [11]. In an attempt to findways to facilitate
the diagnosis of asymptomatic diastolic LV dysfunction, we evaluated in
a Flemish population sample the association of diastolic LV function,
analysed as a continuous or categorical variable, with urinary proteomic
biomarkers combined in a high-dimensional model (classifier).

2. Material and methods

2.1. Participants

The Ethics Committee of the University of Leuven approved the Flemish Study on
Environment, Genes and Health Outcomes (FLEMENGHO) [12,13]. Our study was
designed to enrol a randompopulation samplewith families as the sampling unit. Recruit-
ment started in 1985 [13]. The initial participation rate was 78.0%.

FromMay 2005 until May 2010, wemailed an invitation letter to 1208 former partic-
ipants for a re-examination, including echocardiography. However, 153 former partici-
pants were unavailable for follow-up, because they had died (n = 26), because they had
been institutionalised or were too ill (n = 27), or because they had moved out of the
area (n = 100). Of the remaining 1055 former participants, 828 renewed informed con-
sent. The participation rate for the re-examination was therefore 78.5%. We excluded
from analysis 19 cases and 19 controls, because they had been selected to identify one
of the multidimensional classifiers used in the current analyses [11]. Furthermore, we
removed an additional 45 participants from analysis, because no urine sample was avail-
able for urinary proteomics (n= 22), because of atrial fibrillation (n= 8) or paced heart
rhythm (n = 3), because their LV mass (n = 6) or diastolic LV function could not be
reliably determined (n = 6). Thus, the number of participants included in the current
cross-sectional analysis totalled 745.

2.2. Echocardiography

2.2.1. Data acquisition
One experienced physician (T.K.) did the ultrasound examination [5], using a Vivid7

Pro (GE Vingmed, Horten, Norway) interfaced with a 2.5- to 3.5-MHz phased-array
probe. For off-line analysis, she recorded at least five heart cycles according to the recom-
mendations of the American Society of Echocardiography [14]. M-mode echocardiograms
of the LVwere recorded from the parasternal long-axis view under control of the 2-dimen-
sional image. The ultrasound beamwas positioned just below the mitral valve at the level
of theposterior tendinous chords. To recordmitral andpulmonary vein (PV)flowvelocities
from the apical window, the observer positioned the Doppler sample volume at themitral
valve tips, in the right superior PV, and between the LV outflow andmitral inflow, respec-
tively. From the apical window, the observer positioned a 5-mm Doppler sample at the
septal, lateral, inferior and posterior sites of the mitral annulus to record low-velocity,
high-intensitymyocardial signals at a high frame rate (N190 frames per second), while en-
suring parallel alignment of the ultrasound beamwith themyocardial segment of interest.

2.2.2. Off-line analysis
One reader (T.K.) analysed the digitally stored images, averaging three heart cycles,

using a workstation running EchoPac software, version 4.0.4 (GE Vingmed, Horten,
Norway). LV internal diameter and interventricular septal and posterior wall thickness
were measured at end-diastole from the 2-dimensionally guided M-mode tracing. When
optimal orientation of M-mode ultrasound beam could not be obtained, the reader per-
formed linear measurements on correctly oriented 2-dimensional images. End-diastolic
LV dimensions were used to calculate LV mass by an anatomically validated formula [14].
Left atrial (LA) volume was calculated using the prolate-ellipsoid method from the LA di-
mensions in three orthogonal planes and indexed to body surface area [14]. From the
transmitral flow signal, the reader determined peak early diastolic velocity (E), peak late di-
astolic velocity (A), the E/A ratio, and transmitral A flow duration. From the PV flow signal,
she measured the duration of PV reversal flow during atrial systole (AR). From the TDI re-
cordings, the readermeasured peak early (e') and peak late (a') diastolic mitral annular ve-
locities, and the e'/a' ratio at the four acquisition sites (septal, lateral, inferior, and posterior).

2.2.3. Reproducibility
Intra-observer reproducibility was the 2-SD interval about the mean of the relative

differences across pairwise readings. As reported previously [5], the intra-observer repro-
ducibility for the tissue Doppler peak velocities across the four sampling sites ranged from
4.48% to 5.34% for e' and from 3.96% to 4.52% for a'. For the LV internal end-diastolic diam-
eter, reproducibility was 4.6% for LV wall thickness and 4.3% for LV mass [15].

2.2.4. Classification of diastolic LV function
For staging LV diastolic dysfunction, the mitral inflow and TDI velocities were

combined, as previously described [5,6]. The first group included patients with an abnor-
mally low age-specific transmitral E/A ratio indicative of impaired relaxation, but without
evidence of increased LV filling pressures (E/e' ≤8.5). The second group had mildly-to-
moderately elevated LV filling pressure (E/e' N8.5) and an E/A ratio within the normal
age-specific range. Differences in durations between the transmitral A flow and the
reverse PV flow during atrial systole (Ad b ARd + 10) and/or LA volume index
(≥28 mL/m2) were checked to confirm possible elevation of the LV filling pressures in
group 2. The third group had an elevated E/e' ratio and an abnormally low age-specific
E/A ratio (combined dysfunction).

2.3. Urinary proteomics

Participants collected 24-h urine samples within 1 week of the echocardiographic
examinations. Using 24-h urine samples rather than spot urine samples minimises the
small but detectable influence of food intake [16] during the day on the urinary proteome.
Aliquots were stored at−80 °C. Urine (0.7 mL) was thawed immediately before analysis
and dilutedwith 0.7mL of 2Murea, 10mMNH4OH containing 0.02% SDS [17]. To remove
higher molecular mass proteins, such as albumin and immunoglobulin G, the sample was
ultra-filtered using Centrisart ultracentrifugation devices (20 kDa MWCO; Sartorius,
Göttingen, Germany) at 3000 g relative centrifugal force until 1.1mL of filtratewas obtain-
ed. This filtrate was then applied onto a PD-10 desalting column (GE Healthcare, Uppsala,
Sweden) equilibrated in 0.01% NH4OH in HPLC-grade H2O (Roth, Germany) to decrease
matrix effects by removing urea, electrolytes, and salts, and to enrich polypeptides. Finally,
all samples were lyophilised, stored at 4 °C, and suspended in HPLC-grade H2O shortly
before CE–MS analyses [18].

CE–MS analyses were performed using a P/ACEMDQ capillary electrophoresis system
(Beckman Coulter, Fullerton, USA) on-line coupled to a micrOTOF MS (Bruker Daltonic,
Bremen, Germany) [18]. The ESI sprayer (Agilent Technologies, Palo Alto, CA, USA) was
grounded, and the ion spray interface potential was set between −4 and −4.5 kV. Data
acquisition and mass spectrometry acquisition methods were automatically controlled
by the capillary electrophoresis via contact-close-relays. Spectra were accumulated
every 3 s, over a range of charge states (m/z) 350 to 3000. Previous publications described
the accuracy, precision, selectivity, sensitivity, reproducibility, and stability of the CE–MS
measurements in detail [19].

Mass spectra were processed using MosaiquesVisu software, including peak picking,
deconvolution and de-isotoping [20]. Migration time and peak intensity were normalised
using internal polypeptide standards [21]. These fragments result from normal biological
processes and appear to be unaffected by any disease state studied to date based on
over 20,000 samples in the Mosaiques database [22]. The resulting peak list characterises
each polypeptide by its molecular mass, normalised capillary electrophoresis migration
time, and normalised signal intensity. All detected polypeptideswere deposited, matched,
and annotated in a Microsoft SQL database, allowing further analysis and comparison of
multiple patient groups.

Peptide fragments identified in previous studies were combined into a single summa-
ry variable, using the support-vector machine based MosaCluster software, version 1.6.5.
In the present study, we used two high-dimensional classifiers. As published previously
[11], HF1 combined information from 85 peptide fragments identified in 19 patients
with diastolic LV dysfunction and 19 controls. To generate the HF2 classifier, all urinary
proteomic datasets from cases available in the Mosaiques database [22] were combined
and compared with data from sex- and age-matched controls. Cases were 98 patients
with LV diastolic dysfunction recruited from our population [11] (n = 35) or admitted
to the hospital because of overt HF (n = 63). The patients with overt HF were all on
multiple drugs, included 49.2% women and were 67.1 ± 9.9 years old. The underlying
cause of HF was ischaemic cardiomyopathy (50.8%), dilated cardiomyopathy (28.6%),
hypertrophic cardiomyopathy (1.6%), valvular heart disease (1.6%) or unspecified
(17.4%). Comparing cases with controls identified 710 potential biomarkers, based on a
p-value of less than 0.05 with adjustment for multiple testing applied. Using a take-one-
out procedure [23] to remove potential biomarkers that are of no apparent value, the
number of biomarkers was reduced to 671. A MosaiquesVisu software based classifier
including these 671 urinary peptides was developed, using all 196 (98 cases and 98
controls) datasets. Upon complete take-one-out cross-validation, in the training dataset,
the classifier had 88.7% accuracy, 87.8% sensitivity, and 89.58% specificity. Full information
of the polypeptides making up the two classifiers (Tables S1 and S2) and on the polypep-
tides with known amino-acid sequence (Tables S3 and S4) is available in the Supplemen-
tary material online. A subset of 671 participants had plasma NT-proBNP measured by a
competitive enzyme immunoassay developed for research purposes only use (Biomedica
Gruppe, Vienna, Austria) [24].

2.4. Other measurements

At the examination centre, nurses administered a questionnaire to collect detailed
information on eachparticipant'smedical history, smoking and drinking habits, and intake
of medications. The conventional blood pressure was the average of five consecutive
auscultatory readings obtained with the subject in the seated position. Hypertension
was a blood pressure of at least 140mmHg systolic or 90mmHg diastolic or use of antihy-
pertensive drugs. Body mass index was weight in kilogrammes divided by the square of
height in metres. Participants fasted for 6 h or longer prior to venepuncture. Venous
blood samples were analysed for glucose, creatinine, total and high-density (HDL) choles-
terol, and γ-glutamyltransferase as index of alcohol intake. We computed low-density
(LDL) cholesterol, using Friedewald's formula [25]. We applied the Modification of Diet
in Renal Disease Study Group equation (MDRD) to estimate the glomerular filtration
rate (eGFR) from sex, age, and serum creatinine [26]. Diabetes mellitus was a self-
reported diagnosis, a fasting glucose level of at least 126 mg/dL, or use of antidiabetic
agents [27]. In 671 participants, NT-proBNP was measured in plasma by a competitive
enzyme immunoassay (EIA) for research use (Biomedica Gruppe, Vienna, Austria).
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Fig. 1. Distribution of the urinary multi-dimensional biomarkers HF1 (A) and HF2 (B) in
745 participants. S and K are the coefficients of skewness and kurtosis, respectively. The
p-value is for the Kolmogorov–Smirnov test and indicates departure of the actually ob-
served distribution (full line) from normality (dotted line).
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Participants also collected an exactly timed 24-h urine sample for the measurement of
micro-albuminuria. Micro-albuminuria was a 24-h urinary excretion ranging from 30 to
300 mg and macro-albuminuria a 24-h excretion exceeding 300 mg.

2.5. Statistical analysis

For databasemanagement and statistical analysis,weused the SAS system, version 9.3
(SAS Institute Inc., Cary, NC). Significance was a two-tailed α-level of 0.05 or less. Means
were compared using the large-sample z-test or ANOVA and proportions by Fisher's
exact test. The distribution of γ-glutamyltransferase was normalised by a logarithmic
transformation. Our statistical methods also included multivariable-adjusted linear and
logistic regression analysis with as dependent variables LV mass, the indexes reflecting
diastolic LV function or the categories of diastolic LV dysfunction. The covariables
accounted for in all analyses were sex, age, body mass index, mean arterial pressure,
heart rate, LV mass index, treatment with inhibitors of the renin system (angiotensin-
converting enzyme inhibitors or angiotensin II type-1 receptor blockers), and use of
β-blockers. In sensitivity analyses, models were additionally adjusted for blood
glucose, serum creatinine and γ-glutamyltransferase as index of alcohol intake. To
maximise the discriminatory accuracy of HF1 and HF2, we maximised Younden's
index (sensitivity + specificity − 1) in unadjusted logistic models. Finally, we
assessed the added capacity of the urinary proteomic biomarkers to differentiate
normal from abnormal diastolic LV function, using the integrated discrimination
improvement (IDI) and the net reclassification improvement (NRI) [28].

2.6. Role of the funding source

The funding source had no role in the study design, data extraction, data analysis, data
interpretation, or writing of the report. The corresponding author had full access to all the
data in the study and had the responsibility for the decision to submit for publication.

3. Results

3.1. General characteristics of participants

Women (n = 382) and men (n = 363) had similar age (mean,
49.8 years; range, 18 to 89 years). The study sample included 309
(41.5%) hypertensive patients of whom 185 (59.9%) were on antihyper-
tensive drug treatment, and 9 participants (1.2%) had diabetes mellitus.
Among the 185 patients on treatment with antihypertensive drugs, 64
(34.6%) used inhibitors of the renin system (angiotensin converting
enzyme inhibitors or angiotensin II type-1 receptor blockers), and 109
(58.9%) were on treatment with β-blockers. Of 382 women and 363
men, 74 (19.4%) women and 74 (20.4%) men were smokers, and 214
(56.0%) women and 301 (82.9%) men reported intake of alcohol. In
smokers, median tobacco use was 15 cigarettes per day (interquartile
range, 7 to 20 cigarettes per day). In drinkers, the median alcohol
consumption was 10 g per day (interquartile range, 4 to 17 g per day).
Only one participant had a history of HF. Thirty patients had mild to
moderate valvular heart disease, including, aortic stenosis (n = 3),
aortic regurgitation (n = 6), mitral regurgitation (n = 10), tricuspid
regurgitation (n = 2), or a combinations thereof. One participant had
Marfan syndrome. The prevalence of micro- and macro-albuminuria
in our study population was 26 (3.5%) and 3 (0.4%), respectively.

3.2. Analyses across categories of HF1 and HF2

Fig. 1 shows the distributions of HF1 and HF2. Table 1 lists the
characteristics of participants by fourths of the distribution of HF1.
Age, body mass index, blood pressure, the prevalence of hypertension
and use of antihypertensive drugs, LDL cholesterol, blood glucose,
serum creatinine and γ-glutamyltransferase increased (p ≤ 0.049)
with higher HF1 category, whereas the opposite was the case for HDL
cholesterol and eGFR (p ≤ 0.049). In the subset 671 participants who
had NT-proBNP measured, the geometric mean level was 203.8 pmol/L
(interquartile range, 140.1 to 287.3 pmol/L). The NT-proBNP levels did
not increase with higher categories of HF1 (Table 1) and HF2 (Table S5).
HF2 (r= 0.10; p= 0.009), but not HF1 (r= 0.02; p= 0.65) correlated
with the logarithmically transformed NT-proBNP level.

Table 2 shows that LA volume, LA volume index, LV mass, LV mass
index, deceleration time, isovolumetric relaxation time, A and a' peak
velocities, and the E/e' ratio increased (p ≤ 0.0007) with higher HF1
category, whereas the opposite was the case (p b 0.0001) for the E
and e' peak velocities and the E/A and e'/a' ratios. Findings were similar
across fourths of the HF2 distribution for the characteristics of the
participants (Table S5) as well as for the echocardiographic measure-
ments (Table S6). Additional information on the risk factor scores and
comorbidities by fourths of the distributions of HF1 and HF2 are provid-
ed in Table S7.

3.3. Multivariable-adjusted analyses of continuous echocardiographic
measures

With adjustments applied for sex, age, body mass index, mean arte-
rial pressure, heart rate, LV mass index, treatment with inhibitors of
the renin system, and use of β-blockers, as shown in Table 3, a 1-SD in-
crement in HF1 was associated with a 0.908 mL decrease in LA volume,
a 0.473mL/m2 lower LA volume index, a 0.204 cm/s lower e' peak veloc-
ity (p = 0.007), a 2.512 (p = 0.049) longer deceleration time and a
0.145 higher E/e' ratio (p = 0.020). With similar adjustments, a 1-SD
increment in HF2was associated with a 3.971 (p= 0.003) longer decel-
eration time, a 0.174 higher E/e' ratio (p = 0.008), a 0.025 higher E/A
ratio (p = 0.037), and a 0.152 cm/s lower a' peak velocity (p = 0.008).
The association between the E/A ratio and HF2 was driven by patients
with increased LV filling pressure. After removal of these 96 patients,
the association size weakened to 0.014 (95% confidence interval,
−0.013 to 0.041; p = 0.31). LV mass and the other Doppler indexes
were not significantly associated with HF1 (0.091 ≤ p ≤ 0.93) or HF2
(0.22 ≤ p ≤ 0.82). As shown in Table S8, analyses of the Doppler
measurements additionally adjusted for blood glucose, serum creatinine
and γ-glutamyltransferase were confirmatory.

3.4. Multivariable-adjusted odds ratios for of diastolic LV dysfunction

According to the definitions given in the methods and in previous
publications [5,6] 67 (9.0%) participants had impaired LV relaxation,
80 (10.7%) had elevated LV filling pressure, and 16 (2.1%) had a
combined dysfunction. To allow a multivariable analysis, we pooled



Table 1
Patient characteristics by fourths of the distribution of HF1.

Characteristic Categories of the urinary HF1 biomarker P

Limits, score b−1.639 −1.639 to−1.078 −1.077 to−0.489 ≥−0.488
Number of subjects (%)

All patients in category 187 187 185 186
Women 96 (51.3) 96 (51.3) 101 (54.6) 89 (47.9) 0.64
Smokers 47 (25.1) 37 (19.8) 34 (18.4) 30 (16.1) 0.16
Drinking alcohol 135 (72.2) 131 (70.1) 123 (66.5) 126 (67.7) 0.64
Hypertension 53 (28.3) 62 (33.2) 78 (42.2) 116 (62.4)§ b0.0001
Antihypertensive treatment 25 (13.4) 29 (15.5) 44 (23.8)* 87 (46.8) § b0.0001
Diabetes mellitus 3 (1.6) 0 1 (0.5) 5 (2.7) 0.084

Mean (SD) of characteristic
Age, years 44.4 ± 14.5 47.3 ± 15.3 50.9 ± 14.5* 56.7 ± 14.8‡ b0.0001
Body mass index, kg/m2 25.4 ± 3.7 25.8 ± 3.7 26.5 ± 4.4 27.8 ± 4.7† b0.0001
Office blood pressure
Systolic pressure, mmHg 125.6 ± 14.7 127.7 ± 18.6 129.3 ± 17.9 132.5 ± 17.3 0.001
Diastolic pressure, mmHg 78.7 ± 9.1 78.7 ± 10.2 80.4 ± 9.2 80.8 ± 9.5 0.049
Mean arterial pressure, mmHg 94.3 ± 9.8 95.0 ± 11.3 96.7 ± 10.8 98.0 ± 10.5 0.003

Heart rate, beats per minute 61.1 ± 9.2 60.4 ± 9.6 60.4 ± 9.7 61.2 ± 10.7 0.79
Biochemical data
Total cholesterol, mmol/L 5.09 ± 0.96 5.27 ± 0.97 5.30 ± 0.95 5.29 ± 1.01 0.11
HDL cholesterol, mmol/L 1.46 ± 0.35 1.44 ± 0.34 1.44 ± 0.37 1.37 ± 0.35* 0.049
LDL cholesterol, mmol/L 3.05 ± 0.87 3.23 ± 0.85* 3.23 ± 0.84 3.24 ± 0.87 0.042
Blood glucose, mmol/L 4.86 ± 0.55 4.82 ± 0.50 4.95 ± 0.68* 5.15 ± 1.23 0.0003
Serum creatinine, μmol/L 81.7 ± 13.2 82.2 ± 13.3 83.2 ± 13.7 87.1 ± 20.4* 0.003
eGFR, mL/min/1.73 m2 84.4 ± 14.8 83.5 ± 19.0 79.6 ± 14.4* 76.5 ± 16.7 b0.0001
γ-glutamyltransferase, units/L 21 (12–37) 22 (12–59) 23 (11–48) 26 (13–61)* 0.003
NT-proBNP, pmol/L 211 (109–424) 193 (87–399) 211 (92–424) 200 (100–399) 0.42

Abbreviations: eGFR, estimated glomerular filtration rate calculated according to the MDRD formula, as described in reference 5510. Office blood pressure was the average of five
consecutive readings. Heart rate was determined during the echocardiographic examination. Hypertensionwas an office blood pressure of≥140 mmHg systolic, or≥90 mmHg diastolic,
or use on antihypertensive drugs. For γ-glutamyltransferase and NT-proBNP, values are geometric mean (interquartile range). NT-proBNP was measured in 167, 167, 166 and 171
participants of the 1st, 2nd, 3rd and 4th quartile, respectively (671 in total). P values denote the significance of the differences in prevalence rates or means across fourths of the HF1
distribution. Significance of the difference with the adjacent lower fourth: * p ≤ 0.05; † p ≤ 0.01; ‡ p ≤ 0.001; § p b 0.0001.
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patients with elevated LV filling pressure with the small group with
combined LV dysfunction. With adjustments applied for sex, age,
body mass index, mean arterial pressure, heart rate, LV mass index,
treatment with inhibitors of the renin system, and use of β-blockers,
as shown in Table 4 and Fig. S1, a 1-SD increment in HF1 was associ-
ated with a 38% higher risk of impaired relaxation (p = 0.043), but
not with a significantly elevated risk of having an elevated LV filling
pressure (odds ratio, 1.20; p = 0.24). A 1-SD increment in HF2 was
weakly associated with a 38% higher risk of increased LV filling
pressure (p = 0.052), but not with impaired relaxation (odds ratio,
1.24; p= 0.22). As shown in Table S9, analyses additionally adjusted
for blood glucose, serum creatinine and γ-glutamyltransferase were
confirmatory.

3.5. Improvement of diagnostic accuracy

Bymaximizing Younden's index, we determined optimal thresholds
for HF1 and HF2 to differentiate normal from abnormal left diastolic LV
function. Sensitivity of the optimised thresholds ranged from 65.6% to
93.8% and specificity from 31.1% to 66.3% (Table S10). For detecting
any form of diastolic LV dysfunction, either impaired relaxation,
increased filling pressure or both (Table S11), both HF1 and HF2 signif-
icantly (p≤ 0.003) enhanced NRI, but not IDI (p≥ 0.12) except for HF1
in the diagnosis of increased filling pressure (p = 0.032).

4. Discussion

The keyfinding of our studywas that in a general population diastol-
ic LV function correlated with multidimensional urinary proteomic
classifiers. Our current findings extent those of a previously published
case–control study [11]. In 19 asymptomatic hypertensive patients
and 19matched controls, we identified a set of 85 urinary polypeptides
that discriminated diastolic LV dysfunction from normal LV function
[11]. A subsequent replication study in 16 hypertensive patients and
16 controls confirmed the diagnostic accuracy of the set urinary pep-
tides [11]. However, Redfield and colleagues demonstrated that
among people with moderate or severe diastolic or systolic dysfunc-
tion, less than half had recognised congestive heart failure [29]. In
multivariable-adjusted analyses, both mild and moderate or severe
diastolic LV dysfunction predicted all-cause mortality over a median
follow-up of 3.5 years [29]. The Olmsted County study [29], taken
together with our current observations, suggest that the urinary
proteome is a harbinger of clinical manifestations occurring later
during the course of the disease.

Defining diagnostic thresholds for conditions, such as diastolic
LV dysfunction, should be based on a randomly selected non-
institutionalised sample of the general population [30,31]. To classify di-
astolic LV function,we first selected a healthy subsample from a Flemish
population without history of cardiovascular disease and with low risk
cardiovascular profile. In this reference group we determined age-
specific cut-off points for the indexes of diastolic LV function, including
E/e', E/A ratio, left atrial volume indexed to body surface area, and
Δ(Ad–ARd). Next, we demonstrated that these indexes were consistent
and reproducible in FLEMENGHO [5] and in population cohorts [6] en-
rolled in the European Project on Genes in Hypertension (EPOGH). For
instance, the 97.5th percentiles of E/e' ratio in the FLEMENGHO [5]
and EPOGH [6] reference groups were 8.6 and 8.5, respectively. More-
over, these E/e' thresholds were in keeping with the results of invasive
studies that showed that a E/e' ratio below 8 is an accurate indicator
of a normal LV filling pressure [32]. In the absence of an outcome-
driven age-specific diagnostic reference frame, averaging the 2.5 and
97.5 percentiles for the E/A ratio in subjects free from cardiovascular
diseases included FLEMENGHO [5] and EPOGH [6], and rounding the
resulting boundaries to the closest integer value, producedworking def-
initions of a normal E/A ratio. The lower boundaries of the age-specific
thresholds for the E/A ratio decreased approximately by 0.10 per decade
of age [5,6]. Absolute values of systolic and diastolic PV flow velocity
and their ratio depend not only on diastolic LV properties, but also on



Table 2
Echocardiographic measurements by fourths of the distribution of HF1.

Characteristic Categories of the urinary HF1 biomarker

Limits, score b−1.639 −1.639 to −1.078 −1.077 to −0.489 ≥−0.488
Conventional echocardiography

Left atrial volume, mL 40.0 ± 11.4 42.1 ± 13.3 43.9 ± 14.8 44.8 ± 14.5
Left atrial volume index, mL/m2 21.6 ± 5.42 22.6 ± 6.28 23.2 ± 6.67 23.8 ± 6.83
Left ventricular mass, g 160.5 ± 43.5 169.4 ± 47.4 172.8 ± 50.7 183.6 ± 50.9*
Left ventricular mass index, g/m2 86.5 ± 18.8 91.0 ± 20.5* 91.7 ± 22.1 97.8 ± 23.5†

Doppler data
Deceleration time, ms 160.6 ± 30.6 158.3 ± 31.9 166.8 ± 33.9* 176.9 ± 43.2*
Isovolumetric relaxation time, ms 94.4 ± 14.6 96.6 ± 17.0 96.7 ± 14.1 100.3 ± 16.6*
E peak, cm/s 78.4 ± 14.9 78.3 ± 15.3 75.3 ± 16.5 71.2 ± 16.3*
A peak, cm/s 59.0 ± 16.0 61.2 ± 17.8 66.3 ± 17.0† 68.9 ± 15.8
E/A ratio 1.44 ± 0.51 1.39 ± 0.50 1.22 ± 0.45‡ 1.10 ± 0.40†
e' peak, cm/s 13.2 ± 3.65 12.2 ± 3.49† 11.2 ± 3.29† 10.0 ± 3.25‡
a' peak, cm/s 9.51 ± 2.22 9.88 ± 2.19 10.2 ± 1.98 10.5 ± 1.92
e'/a' ratio 1.56 ± 0.80 1.37 ± 0.67* 1.19 ± 0.52† 1.02 ± 0.47†
E/e' ratio 6.25 ± 1.60 6.88 ± 2.19† 7.08 ± 1.99 7.59 ± 2.23*

All ANOVA p values for differences in means across fourths of the HF1 distribution were significant (≤0.0007). Significance of the difference with the adjacent lower fourth:
* p ≤ 0.05; † p ≤ 0.01; ‡ p ≤ 0.001.
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other factors, such asmitral regurgitation, younger age, LV systolic func-
tion, etc. [33]. These confoundersmight limit the use of PV flow velocity
in the assessment of LV diastolic dysfunction, particularly, in general
population [33]. On the other hand, we measured the difference in
duration between the mitral A flow and AR. Invasive studies [32,34]
demonstrated that a difference between the A wave and AR duration
of N0 ms is associated with a LV end-diastolic pressure of 20 mmHg or
greater with high sensitivity (82%) and specificity (92%). In our current
study, we checked differences in durations between the transmitral A
flow and the reverse PV flow during atrial systole (Ad b ARd + 10)
and/or LA volume index (≥28 ml/m2) to confirm possible elevation of
the LV filling pressure.

In our current study, the E/e' ratio correlated positively with both
HF1 and HF2. These observations carry prognostic information. Indeed,
studies in patients with HF [35–37] or hypertension [38] demonstrated
that high E/e' predicted cardiac mortality and re-hospitalisation for HF
[35–37] or the risk of a cardiac event [38]. In the three HF studies
[35–37], the E/e' ratio was the only [35] or a strong [36,37] predictor
of the primary endpoint. Furthermore, a substudy to the Anglo-
Scandinavian Outcomes Trial (ASCOT) [38] involved 980 high-risk hy-
pertensive patients, free of cardiac disease at baseline and followed up
for a median of 4.2 years. In multivariable-adjusted Cox-proportional
Table 3
Multivariable-adjusted associations of echocardiographic measurements with 1-SD increases i

Characteristic Associations with HF1

Association size (95% confidence interval)

Conventional echocardiography
Left atrial volume, mL −0.908 (−1.651 to −0.165)
Left atrial volume index, mL/m2 −0.473 (−0.850 to −0.096)
Left ventricular mass, g 0.118 (−2.568 to 2.805)
Left ventricular mass index, g/m2 0.697 (−0.662 to 2.056)

Doppler data
Deceleration time, ms 2.512 (0.013 to 5.012)
Isovolumetric relaxation time, ms −0.179 (−1.234 to 0.877)
E peak, cm/s −0.200 (−1.280 to 0.881)
A peak, cm/s −0.044 (−0.924 to 0.836)
E/A ratio −0.004 (−0.026 to 0.019)
e' peak, cm/s −0.204 (−0.351 to −0.057)
a' peak, cm/s −0.104 (−0.224 to 0.017)
e'/a' ratio −0.018 (−0.047 to 0.010)
E/e' ratio 0.145 (0.023 to 0.268)

Association were expressed for a 1-SD increase in the multidimensional classifiers HF1 and
treatment with inhibitors of the renin system (angiotensin-converting enzyme inhibitors or a
ventricular mass were additionally adjusted for body mass index and the Doppler data for bod
hazards models, a unit rise in the E/e' ratio was associated with a
17% increment in risk of a cardiac event (95% confidence interval,
1.05–1.29; p = 0.003) [38].

In the present study, HF1was not only associated with E/e', but with
e' as well. In a Chinese cohort of 174 hypertensive patients and 78 age-
matched controls, 19 patients (7.5%) experienced a fatal cardiac event
during 1.6 years of follow-up [39]. In adjusted analyses, e' was among
the strong predictors of cardiac mortality [39]. The positive association
of HF2 with the transmitral E/A ratio and the inverse correlation of
HF2 with a' peak mitral annular velocity at first sight looks counter-
intuitive. However, Redfield and colleagues [29] demonstrated that in
patients with severe diastolic LV dysfunction the transmitral A peak de-
creased resulting in a higher E/A ratio (so called pseudo-normalisation)
and that the a' peakwas lower than in subjects with normal diastolic LV
function. To ensure that our interpretation of the positive association
between the transmitral E/A ratio and HF2 was correct, we removed
the 96 patients with increased LV pressure from analysis. This weak-
ened the latter association to a non-significant level. The above reports
[29,35–39] combined with the results of our current study highlight
that urinary proteomic biomarkers, such as HF1 and HF2, might predict
prognosis even in a population setting. Proving this hypothesis in the
follow-up of our FLEMENGHO cohort is therefore a research priority.
n HF1 and HF2.

Associations with HF2

p Association size (95% confidence interval) p

0.017 0.643 (−1.425 to 0.138) 0.11
0.014 −0.284 (−0.681 to 0.113) 0.16
0.93 0.481 (−2.326 to 3.289) 0.74
0.31 0.879 (−0.540 to 2.298) 0.22

0.049 3.971 (1.367 to 6.575) 0.003
0.74 −0.687 (−1.791 to 0.416) 0.22
0.72 0.603 (−0.525 to 1.732) 0.29
0.92 −0.106 (−1.025 to 0.813) 0.82
0.74 0.025 (0.002 to 0.049) 0.037
0.007 −0.082 (−0.236 to 0.072) 0.30
0.091 −0.152 (−0.278 to −0.026) 0.018
0.20 0.004 (−0.025 to 0.034) 0.77
0.020 0.174 (0.046 to 0.302) 0.008

HF2. All association sizes were adjusted for sex, age, mean arterial pressure, heart rate,
ngiotensin II type-1 receptor blockers), and use of β-blockers. Left atrial volume and left
y mass index and left ventricular mass index.



Table 4
Multivariable-adjusted odds ratios for a 1-SD increase in HF1 or HF2.

Characteristic Associations with HF1 Associations with HF2

Odds ratio(95% confidence interval) p Odds ratio(95% confidence interval) p

Impaired relaxation (n = 67) 1.38 (1.01 to 1.88) 0.043 1.24 (0.88 to 1.74) 0.22
Increased filling pressure (n = 96) 1.20 (0.88 to 1.63) 0.24 1.38 (1.00 to 1.90) 0.052

Impaired relaxation refers to patients with an abnormally low age-specific transmitral E/A ratio indicative without evidence of increased LV filling pressures (E/e'≤8.5). Increased filling
pressure refers to patientswith elevated LVfilling pressure (E/e'N8.5) and anE/A ratiowithin or below the normal age-specific range. Associationwere expressed for a 1-SD increase in the
multidimensional classifiers HF1 and HF2. All association sizes were adjusted for sex, age, bodymass index, mean arterial pressure, heart rate, left ventricular mass index, treatment with
inhibitors of the renin system (angiotensin-converting enzyme inhibitors or angiotensin II type-1 receptor blockers), and use of β-blockers.
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Moreover, randomised clinical trials in patients with diastolic LV dys-
function should establish that the urinary proteome changes in parallel
with the echocardiographic findings and clinical outcomes.

Redfield and coworkers categorised diastolic LV function as ranging
from normal to severe [29]. Mild diastolic dysfunction was impaired
relaxation without evidence of increased filling pressures; moderate,
was impaired relaxation associated with moderate elevation of filling
pressures or pseudo-normalfilling; and severe, was advanced reduction
in compliance with restrictive LV filling. In the present study, a 1-SD
increment in HF1 was associated with a 38% higher risk of impaired
relaxation, but not with a significantly elevated risk of having an elevat-
ed LV filling pressure, whereas a 1-SD increment in HF2 was associated
with a 38% higher risk of increased LV filling pressure, but not with
impaired relaxation. These observations probably reflect the study
populations, from which the classifiers were derived. HF1 rests on a
case–control study including predominantly asymptomatic mild dia-
stolic LV dysfunction, whereas the cases from which HF2 was derived
predominantly consisted of patients hospitalised for overt HF.

In addition to HF1 and HF2, other correlates might help in screening
for diastolic LV dysfunction, including albuminuria [40], circulating NT-
proBNP [5], and the renal resistance index [41]. However, in our partic-
ipants randomly recruited from a general population the prevalence
of albuminuria was too low to be useful as a screening instrument.
Among asymptomatic participants, there is large overlap in the NT-
proBNP levels between categories of diastolic LV function. We did not
measure the renal resistance index, which is a measure of renal blood
flow obtained by Doppler ultrasonography. Ciccone and coworkers
recently demonstrated in 250 out-patients with congestive heart failure
in stable condition that the resistance index predicted rehospitalisation,
progression to cardiac transplantation or heart failure death [41]. In the
further follow-up of our participants we are therefore measuring the
resistance index to test its prognostic value in relation to HF in largely
asymptomatic subjects recruited from a general population.

Under physiological conditions, the urinary proteome originates for
about 70% from the kidney and the urinary tract, while 30% is derived
from plasma [42]. Approximately 60% of the total mass of urinary
peptides and proteins consist of collagen fragments [22]. In our case–
control study, we demonstrated that most of the markers originated
from collagen [11]. Similarly, of the urinary peptides with known
amino-acid sequence that were included in HF2, 68.9% were collagen
fragments. The cardiac extracellular matrix predominantly consist of
fibrillar collagen type I (85%) and type III (11%). In patients with HF,
the balance between collagen synthesis and degradation is disturbed
[43]. Diastolic LV dysfunction and HF associated with hypertension are
characterised by increased interstitial deposition and cross-linking of
type I collagen, a process that leads to LV stiffening [43]. However, our
current study cannot prove the cardiac origin of the urinary collagen
fragments that contribute to HF1 and HF2. For this reason, we are
currently pursuing two research avenues. First, we will run proteomics
on biopsies taken from explanted (diseased) and implanted (healthy)
hearts during cardiac transplantation surgery in an attempt to prove
that the urinary and tissue proteomic signatures are similar. Second,
we will link the urinary proteomic collagen fragments with circulating
biomarkers of collagen synthesis and degradation [44]. Circulating bio-
markers of interest are the inhibitors ofmetalloproteinases that degrade
collagen, such as TIMP-1 and TIMP-4 [45]. The expression of these inhib-
itors is tissue specific [45]. Linking the urinary proteomewith these cir-
culating tissue-specific inhibitors will therefore help in differentiating
the cardiac vs. renal origin of the urinary collagen fragments.
5. Study limitations

The present study must be interpreted within the context of its
limitations. Foremost, our findings arose from a cross-sectional anal-
ysis. Whether or not, the urinary proteomic biomarkers can predict
the course over time of diastolic LV dysfunction and associated car-
diovascular complications remains to be proven in longitudinal stud-
ies and in randomised clinical trials. However, the Olmsted County
study [29] in combination with our current findings suggest that
the urinary proteome might well be an early marker of incumbent
disease. Second, HF1 and HF2 still await validation against invasive
measures of diastolic LV function, such as the time constant of
isovolumetric relaxation (τ). However, several studies showed that
τ as assessed by transthoracic Doppler underestimates the invasively
measured τ, but that this slight underestimation is correctable by
accounting for left atrial or capillary wedge pressure [46,47]. Third,
228 of 973 people (23.4%) declined participation in our current
study. However, participants and non-participants had similar distri-
butions of female sex (51.3% vs. 51.3%; p = 0.99), age (49.8 vs.
47.3 years; p = 0.09), and previous cardiovascular disease (4.4% vs.
4.8%; p = 0.78). Fourth, we did not perform a Valsalva manoeuvre.
However, major limitations of the Valsalva manoeuvre are that not
every person can perform it adequately and that it is difficult to
standardize. Moreover, its clinical value in distinguishing normal
from pseudo-normal mitral inflow substantially diminished since
TDI echocardiography of the mitral annulus allows a more precise
assessment of LV relaxation and estimation of LV filling pressures.
As proposed by experts [48], a Valsalva manoeuvre is only meaning-
ful if the echocardiographic assessment of diastolic LV function
leaves room for doubt, which was not the case in our participants.
Finally, before being clinically applicable our results need replication
in other population studies and in people of non-white ethnicity. On
the other hand, both HF1 and HF2 significantly enhanced NRI differ-
entiating normal from abnormal diastolic LV function, but did not
substantially improve IDI. Our observations on IDI and NRI are not
contradictory. NRI is a categorical measure. It measures in how
many cases the probability of a positive diagnosis increases when
adding the biomarker to the model and vice versa in non-cases. IDI
is a continuous measure. It measures how much the probability of a
positive diagnosis in cases increases by adding the biomarker to
the model, and vice versa in the non-cases. Both metrics provide
complimentary information. Adding a biomarker to the model
might increase the probability of identifying a case, which means
an increase in NRI, but perhaps only to a limited extend, as reflected
by IDI.
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6. Conclusions

Our current study extends the findings of a previous case–control
study [11] to a larger population-based sample and suggest that the
urinary proteome is useful for early diagnosis of diastolic LV dysfunc-
tion. However, only prospective studies showing that the urinary prote-
ome predicts progression of diastolic LV dysfunction and randomised
clinical trials demonstrating that the urinary proteome changes in par-
allel with the response to treatment can turn this screening tool into a
clinically applicable modality. Having this research goal materialised
would be amajor step forward in view of the high prevalence of diastol-
ic LV dysfunction [5,6] and the associated risk of progression to overt HF
[29].

Conflict of interest

T Koeck, P Zürbig and H Mischak are employees of Mosaiques-
Diagnostics GmbH. None of the other authors declares a conflict of
interest.

Acknowledgements

The European Union (HEALTH-2011.2.4.2-2-EU-MASCARA,
HEALTH-F7-305507 HOMAGE and the European Research Council
Advanced Researcher Grant-2011-294713-EPLORE) and the Fonds
voor Wetenschappelijk Onderzoek Vlaanderen, Ministry of the
Flemish Community, Brussels, Belgium (G.0881.13 and G.088013)
currently support the Studies Coordinating Centre in Leuven. The
authors gratefully acknowledge the contribution of the nurses
working at the examination centre (Linda Custers, Marie-Jeanne
Jehoul, Daisy Thijs, and Hanne Truyens) and the clerical staff at
the Studies Coordinating Centre (Sandra Covens and Annick De
Soete). The authors of this manuscript certify that they comply
with the Principles of Ethical Publishing in the International Jour-
nal of Cardiology.

Appendix A. Supplementary data

Supplementary data to this article can be found online at http://dx.
doi.org/10.1016/j.ijcard.2014.07.014.

References

[1] McMurray JJV, Adamopoulos S, Anker SD, et al. ESC guidelines for the diagnosis and
treatment of acute and chronic heart failure 2012. Eur Heart J 2012;33:1787–847.

[2] Yancy CW, Jessup M, Bozkurt B, et al. ACCF/AHA guideline for the management of
heart failure. J Am Coll Cardiol 2013;62:e147–239.

[3] Paulus WJ, Tschöpe C, Sanderson JE, et al. How to diagnose heart failure : a consen-
sus statement on the diagnosis of heart failure with normal left ventricular ejection
fraction by the Heart Failure and Echocardiography Associations of the European
Society of Cardiology. Eur Heart J 2007;28:2539–50.

[4] Borlaug BA, PaulusWJ. Heart failurewith preserved ejection fraction: pathophysiology,
diagnosis, and treatment. Eur Heart J 2010;32:670–9.

[5] Kuznetsova T, Herbots L, López B, et al. Prevalence of left ventricular diastolic
dysfunction in a general population. Circ Heart Fail 2009;2:105–12.

[6] Kloch-Badelek M, Kuznetsova T, Sakiewicz W, et al. Prevalence of diastolic left
ventricular dysfunction in European populations based on cross-validated
diagnostic thresholds. Cardiovasc Ultrasound 2012;10:10.

[7] von Zur Muhlen C, Schiffer E, Zuerbig P, et al. Evaluation of urine proteome pattern
analysis for its potential to reflect coronary artery atherosclerosis in symptomatic
patients. J Proteome Res 2009;8:335–45.

[8] von Zur Muhlen C, Schiffer E, Sackmann C, et al. Urine proteome analysis reflects
atherosclerotic disease in an ApoE −/− mouse model and allows the discovery of
new candidate biomarkers inmouse and human antherosclerosis.Mol Cell Proteomics
2012;11 [M.111.013847].

[9] Lam CSP, Brutsaert DL. Endothelial dysfunction. J Am Coll Cardiol 2012;60:1787–9.
[10] Paulus WJ, Tschöpe C. A novel paradigm for heart failure with preserved ejection

fraction. J Am Coll Cardiol 2013;62:263–71.
[11] Kuznetsova T, Mischak H, Mullen W, Staessen JA. Urinary proteome analysis in

hypertensive patients with left ventricular diastolic dysfunction. Eur Heart J
2012;33:2342–50.
[12] Li Y, Zagato L, Kuznetsova T, et al. Angiotensin-converting enzyme I/D andα-adducin
Gly460Trp polymorphisms. From angiotensin-converting enzyme activity to cardio-
vascular outcome. Hypertension 2007;49:1291–7.

[13] Staessen JA, Wang JG, Brand E, et al. Effects of three candidate genes on preva-
lence and incidence of hypertension in a Caucasian population. J Hypertens
2001;19:1349–58.

[14] Gottdiener JS, Bednarz J, Devereux R, et al. American Society of Echocardiography
recommendations for use of echocardiography in clinical trials. A report from the
American Society of Echocardiography's Guidelines and Standard Committee and
the Task Force on Echocardiography in Clinical Trials. J Am Soc Echocardiogr
2004;17:1086–119.

[15] Kuznetsova T, Codd V, Brouilette S, et al. Association between left ventricular mass
and telomere length in a population study. Am J Epidemiol 2010;172:440–50.

[16] Abalat A,MischakH,MullenW. Clinical application of urinary proteomics/peptidomics.
Expert Rev Proteomics 2011;8:615–29.

[17] TheodorescuD, Fliser D,Wittke S, et al. Pilot study of capillary electrophoresis coupled
tomass spectrometry as a tool to definepotential prostate cancer biomarkers in urine.
Electrophoresis 2005;26:2797–808.

[18] Theodorescu D, Wittke S, Ross MM, et al. Discovery and validation of new protein
biomarkers for urothelial cancer: a prospective analysis. Lancet Oncol 2006;7:230–40.

[19] Haubitz M, Good DM, Woywodt A, et al. Identification and validation of urinary
biomarkers for differential diagnosis and evaluation of therapeutic intervention in
anti-neutrophil cytoplasmic antibody-associated vasculitis. Mol Cell Proteomics
2009;8:2296–307.

[20] Neuhoff NV, Kaiser T, Wittke S, et al. Mass spectrometry for the detection of
differentially expressed proteins: a comparison of surface-enhanced laser desorp-
tion/ionization and capillary electrophoresis/mass spectrometry. Rapid Commun
Mass Spectrom 2004;18:149–56.

[21] Jantos-Siwy J, Schiffer E, Brand K, et al. Quantitative urinary proteome analysis for
biomarker evaluation in chronic kidney disease. J Proteome Res 2009;8:268–81.

[22] Coon JJ, Zürbig P, Dakna M, et al. CE–MS analysis of the human urinary proteome for
biomarker discovery and disease diagnostics. Proteomics Clin Appl 2008;2:964.

[23] Rossing K, Mischak H, Dakna M, et al. Urinary proteomics in diabetes and CKD. J Am
Soc Nephrol 2008;19:1283–90.

[24] Mueller T, Gegenhuber A, Poelz W, Haltmayer M. Comparison of the Biomedica NT-
proNBP enzyme immunoassay and the Roche NT-proBNP chemiluminescence
immunoassay: implication for the prediction of symptomatic and asymptomatic
structural heart disease. Clin Chem 2003;49:976–9.

[25] Friedewald WT, Levy RI, Fredrickson DS. Estimation of the concentration of low-
density lipoprotein cholesterol in plasma, without use of the preparative ultracentri-
fuge. Clin Chem 1972;18:499–502.

[26] Levey AS, Bosch JP, Lewis JB, et al. A more accurate method to estimate glomerular
filtration rate from serum creatinine: a new prediction equation. Ann Intern Med
1999;130:461–70.

[27] Expert Committee on the Diagnosis, Classification of Diabetes Mellitus. Report of the
expert committee on the diagnosis and classification of diabetes mellitus. Diabetes
Care 2003;26(Suppl. 1):S5–S20.

[28] Pencina MJ, D'Agostino Sr RB, D'Agostino Jr RB, Vasan RS. Evaluating the added pre-
dictive ability of a new marker: from area under the ROC curve to reclassification
and beyond. Stat Med 2008;27:157–72.

[29] Redfield MM, Jacobsen SJ, Burnett Jr JC, et al. Burden of systolic and diastolic ventric-
ular dysfunction in the community. Appreciating the scope of the heart failure
epidemic. JAMA 2003;289:194–202.

[30] Vasan RS, Larson MG, Levy D, Evans JC, Benjamin EJ. Distribution and categorization
of echocardiographic measurements in relation to reference limits: the Framigham
Heart Study: formulation of a height- and sex-specific classification and its prospec-
tive validation. Circulation 1997;96:1863–73.

[31] Drazner MH, Dries DL, Peshock RM, et al. Left ventricular hypertrophy is more
prevalent in blacks than whites in the general population. The Dallas Heart study.
Hypertension 2005;46:124–9.

[32] Ommen SR, Nishimura RA, Appleton CP, et al. Clinical utility of Doppler echocardiog-
raphy and tissue Doppler imaging in the estimation of left ventricular filling
pressures. Circulation 2000;102:1788–94.

[33] Seiler C, Aeschbacher BC, Meier B. Quantitation of mitral regurgitation using the
systolic/diastolic pulmonary venous flow velocity ratio. J Am Coll Cardiol
1998;31:1383–90.

[34] Yamamoto K, Nishimura RA, Burnett Jr JC, Redfield MM. Assessment of left ventric-
ular end-diastolic pressure by Doppler echocardiography: contribution of duration
of pulmonary venous versus mitral flow velocity curves at atrial contraction. J Am
Soc Echocardiogr 1997;10:52–9.

[35] Acil T, Wichter T, Stypmann J, et al. Prognostic value of tissue Doppler imaging in
patients with chronic congestive heart failure. Int J Cardiol 2005;103:175–81.

[36] Dokainish H, Zoghbi WA, Lakkis NM, et al. Incremental predictive power of B-type
natriuretic peptide and tissue Doppler echocardiography in the prognosis of patients
with congestive heart failure. J Am Coll Cardiol 2005;45:1223–6.

[37] Olson JM, Samad BA, AlamM. Prognostic value of pulse-wave tissue Doppler param-
eters in patients with systolic heart failure. Am J Cardiol 2008;102:722–5.

[38] Sharp AS, Tapp RJ, Thom SA, et al. Tissue Doppler E/E' ratio is a powerful predictor of
primary cardiac events in a hypertensive population: an ASCOT substudy. Eur Heart J
2010;31:747–52.

[39] Wang M, Yip GW, Wang AY, et al. Tissue Doppler imaging provides incremental
prognostic value in patients with systemic hypertension and left ventricular hyper-
trophy. J Hypertens 2005;23:183–91.

[40] Ohta Y, Fujii K, Arima H, et al. Increased renal resistive index in atherosclerosis
and diabetic nephropathy assessed by Doppler sonography. J Hypertens
2005;23:1905–11.

http://creativecommons.org/licenses/by-nc-nd/3.0/
http://creativecommons.org/licenses/by-nc-nd/3.0/
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0005
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0005
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0010
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0010
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0015
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0015
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0015
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0015
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0020
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0020
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0025
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0025
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0230
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0230
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0230
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0030
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0030
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0030
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0235
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0235
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0235
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0235
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0035
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0040
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0040
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0045
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0045
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0045
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0050
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0050
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0050
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0055
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0055
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0055
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0060
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0060
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0060
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0060
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0060
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0065
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0065
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0070
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0070
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0075
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0075
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0075
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0080
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0080
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0085
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0085
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0085
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0085
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0090
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0090
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0090
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0090
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0095
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0095
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0100
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0100
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0105
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0105
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0110
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0110
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0110
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0110
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0115
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0115
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0115
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0120
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0120
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0120
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0240
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0240
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0240
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0125
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0125
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0125
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0130
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0130
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0130
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0135
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0135
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0135
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0135
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0140
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0140
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0140
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0145
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0145
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0145
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0150
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0150
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0150
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0155
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0155
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0155
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0155
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0160
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0160
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0165
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0165
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0165
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0170
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0170
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0175
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0175
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0175
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0180
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0180
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0180
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0185
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0185
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0185


165Z. Zhang et al. / International Journal of Cardiology 176 (2014) 158–165
[41] Ciccone MM, Iacoviello M, Gesualdo L, et al. The renal arterial resistance index:
a marker of renal function with an independent and incremental role in predicting
heart failure progression. Eur J Heart Fail 2014;16:210–6.

[42] Pieper R, Gatlin CL, McGrath AM, et al. Characterization of the human urinary
proteome: a method for high-resolution display of urinary proteins on two-
dimensional electrophoresis gels with a yield of nearly 1400 distinct protein spots.
Proteomics 2004;4:1159–74.

[43] Burlew BS, Weber KT. Cardiac fibrosis as a cause of diastolic dysfunction. Herz
2002;27:92–8.

[44] López B, Querejeta R, González A, LarmanM, Díez J. Collagen cross-linking but not col-
lagen amount associates with elevated filling pressures in hypertensive patients with
stage C heart failure. Potential role of lysyl oxidase. Hypertension 2012;60:677–83.
[45] López B, González A, Díez J. Circulating biomarkers of collagenmetabolism in cardiac
diseases. Circulation 2010;121:1645–54.

[46] Chen C, Rodriguez L, Lethor JP, et al. Continuous wave Doppler echocardiogra-
phy for noninvasive assessment of left ventricular dP/dt and relaxation time
constant from mitral regurgitant spectra in patients. J Am Coll Cardiol
1994;23:970–6.

[47] Scalia GM, Greenberg NL, McCarthy PM, Thomas JD, Vandervoort PM. Noninvasive
assessment of the ventricular relaxation time constant (tau) in humans by Doppler
echocardiography. Circulation 1997;95:151–5.

[48] Nagueh SF, Appleton CP, Gillebert TC, et al. Recommendations for the evaluation of
left ventricular diastolic function by echocardiography. J Am Soc Echocardiogr
2009;22:107–33.

http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0190
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0190
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0190
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0195
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0195
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0195
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0195
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0200
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0200
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0205
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0205
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0205
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0210
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0210
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0215
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0215
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0215
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0215
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0220
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0220
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0220
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0225
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0225
http://refhub.elsevier.com/S0167-5273(14)01206-6/rf0225

	Left ventricular diastolic function in relation to the urinary proteome: A proof-�of-�concept study in a general population
	1. Introduction
	2. Material and methods
	2.1. Participants
	2.2. Echocardiography
	2.2.1. Data acquisition
	2.2.2. Off-line analysis
	2.2.3. Reproducibility
	2.2.4. Classification of diastolic LV function

	2.3. Urinary proteomics
	2.4. Other measurements
	2.5. Statistical analysis
	2.6. Role of the funding source

	3. Results
	3.1. General characteristics of participants
	3.2. Analyses across categories of HF1 and HF2
	3.3. Multivariable-adjusted analyses of continuous echocardiographic measures
	3.4. Multivariable-adjusted odds ratios for of diastolic LV dysfunction
	3.5. Improvement of diagnostic accuracy

	4. Discussion
	5. Study limitations
	6. Conclusions
	Conflict of interest
	Acknowledgements
	Appendix A. Supplementary data
	References


